Table 2: List of primers used in this work

Purpose Gene Information Primer Sequence (name)
Orientation
forward ggggacaagtttgtacaaaaaagcaggcttcgaattcgcaataagcatggtgactccgaagcagatcgat
GeBP and reverse ggggaccactttgtacaagaaagctgggtcgtcgaccttaattaactatcattagetgectctgcaagettgg
GPL1
forward ggggacaagtttgtacaaaaaagcaggcttcgaattcaaattgacaatggcgactccgacggagcetaggtttcte
cDNA GPL2 reverse ggggaccactttgtacaagaaagctgggtcgtcgacttatttaccatcatttgctgcctctgcaagce
isolation forward ggggacaagtttgtacaaaaaagcaggcttcgaattccaccgatcaatggttggtacgaagagagttgctgattcc
GPL3 reverse ggggaccactttgtacaagaaagctgggtcgtcgaccttaattaaggagaaactcctaagtttgcaagctttge
forward 1 ctcgagccatggtgactccgaageag (Al)
Central reverse 1 gcggecegecggeggatccaatttette (A3)
domain forward 2 gcggcecegeacaaggtgatgatgatggt (A4)
deletion reverse 2 gaattcctaactatcattagetge (A2)
o forward 1 ctcgagccatggtgactccgaageag (Al)
Dlmerlzatlon Coiled-coil reverse 1 gcggccgctccccaaatcatcgaaga (A8)
domain GeBP deletion forward 2 gcggecgecaaaacaacagagaatggg (A9)
mapping reverse 2 gaattcctaactatcattagetge (A2)
C-terminal forward ctcgagccatggtgactccgaageag (Al)
domain reverse gaattcaagctgcaacttcttttgataac (A7)
deletion
C-terminal forward ctcgagccatggtgactccgaageag (Al)
domain reverse gaattcgagagacatgatgaggacaatgatgatga (480)
alone
Wild-type forward cggaattcaatgggactagtagtggaaaagag
primers reverse tcceccgggatcttctacattgttaatatcttggat
Gogs, Lo7g & | forward mutant gaaccttgcaaatggtaaaagaagagaggcgagtgatgaatggaaagcggcatg
Lo77 reverse mutant catgccgctttccattcatcactcgcctctcttcttttaccatttgcaaggttc
L 56 forward mutant aagttgcaggctgagaagct




reverse mutant

agcttctcagcctgcaactt

Leucine Goe3 forward mutant gatgaaccttgcaaatggtaa
zipper GeBP reverse mutant ttaccatttgcaaggttcatc
mutagenesis Lo7o forward mutant gaagagaggcgagtgatgaa
reverse mutant ttcatcactcgcctctcttc
Lo77 forward mutant tggaaagcggcatgtgttga
reverse mutant tcaacacatgccgctttcca
Fosa forward mutant ggaaacaagagccaatatcaag
reverse mutant cttgatattggctcttgtttcc
Foot forward mutant agcttagagcttccgecaa
reverse mutant ttggcggaagctctaaget
GPL1 forward ggggacaagtttgtacaaaaaagcaggctaagcttgtagaagcatttaggaaagaagagg
reverse ggggaccactttgtacaagaaagctgggtactagtggtaattgctttacacttgctgatt
Promoters GPL2 forward ggggacaagtttgtacaaaaaagcaggctaagcttcgtctatatctcatgtttgaatcat
reverse ggggaccactttgtacaagaaagctgggtactagttgtcaatttgcttacttttatactt
GPL3 forward ggggacaagtttgtacaaaaaagcaggctaagctttggtaaaaagttgtacactctttge
reverse ggggaccactttgtacaagaaagctgggtgctagctgatcggtgatgaaagatcaaaact
forward cctattttgctttctttttctcte (GT-F)
GeBP reverse ggagaatctctcaacgatagaacttc (GT-R)
Ds 5’ border tacgataacggtcggtac (DS5)
transposon in 3’ border ccgteccgceaagttaaatatg (DS3)
gebp alleles
GPL1 left primer aacgtccgcaatgtgttattaagttgtc (W391LP)
right primer tetttgtgcacttcttctggect (W391RP)
T-DNA in left border (2 left | aacgtccgcaatgtgttattaagttgtc (P745)
Mutant gpl1-1 borders)
identification |"Gp[2 left primer tctgaattctgaatccagaatccatc (183LP2)
right primer attcgagtcctgttttagctcgaaa (183RP2)
T-DNA in left border tggttcacgtagtgggccateg (LBal)
gpl2-1 right border gctagctgatagtgaccttaggcgacttttg (183RB1)
GPL3 left primer 1 tggaccaagccaaggtgagtg (885LP1)
left primer 2 cgagattgataatggtgtgagagag (885LP2)
right primer gaacggatcgtggatacatcatg (885RP2)




T-DNA in left border gccttttcagaaatggataaatagccttgettee (LB1)
gpl3-1
GeBP forward cctattttgctttctttttctcte
reverse tacgataacggtcggtac
GPL1 forward agactgctcggaaagcacagcagc
GeBP/GPL reverse tgcccaaacagaacaaagacaac
transc_ript GPL2 forward gaaacagcaacagaagaagaaacg
levels in reverse ctcatcctectcaaacacctcee
mutants GPL3 forward tgtgaggagcaagagegage
reverse gctcttgctcctcacaaggcea
EF1 forward atgccccaggacatcgtgatttcat
reverse ttggcggcacccttagctggatca
ARR ARRS
transcript ARR6 (Kim et al., 2006)
levels ARR7
Actin8




