Figure S1A

MtCAS15 -2680 TCIYJE -——EETTRAT- SAl NTTRATET CHATT TT
MFCAS15 -2918 AGIYIATTLENCCALNEAARA GlA T Aﬁc ASCTTC AA
MtCAS15 -2625 CIHE--WIThT e | LI ‘Aﬂ————MA C WANAAING TATATATA
MFCAS15 -2858 GELLEGC ccc ‘TiTGCCaT UAUAHAIATATATATA
MtCAS15 -2575 S TACARERATATATA®TCCACATTGATCCTCTTAAAAAARGCTCCATA T
MFCAS15 -2798 ATﬁTATAATc ACGTJGATCCTCTTAAAAAAIGCTCCATEE

pMC7

—
G

MECAS15 -2520 TPTTTATTTTTTTGAG TECATATTGATAT TE TS TSI MO

MFCAS15 -2738 Gf-----—--—————————- A®——————————— INGECACEGTCGETGTTGCTTCTTACA

—
[ KO SH RSP X LTOR TG TCGC SCAAGTTTATATCCAYPYQCACGTIGTCTTAGACAAGAATAATTATTTCCACAAAAT:
() JOUSHRSIEY VO E TCTCGSCAAGTTTATATCCASQCACGTIGTCTTAGACAGGAATBATTATTTCCACAAAATH
) (NN RSRE VO OACATTHT T TTUGTAATTEAACRT TTGUT TAAAATGERAAATCTTGTAC] ARITGAA
MFCAS15 -2647 [NNRICLILENI- CARYaAN TIAYA® TLRKS CLERYYYA N TCLY vy (e pey.eC A A
() KOV NSH RS Y T TAAAATTAGGAAGTGGTGTTTTTTATTGTTACAATTAAGAAGTGCCATTAAATSEEES A
MFCAS15 -2588 TTAAAATTAAGAAATGGTGTTTTTTATTGTTACAATTAAGAAGTGCCATTAAATTAAATE

G
MtCAS15 -2287 @A AAOTATTTTTTAGAGAATTTAT®AATAGAAAACATTATGTCGGTAACIAAA
MFCAS15 -2528 #LC AINITATTTTTTgAGAGAATTTATIRAATAGAAAACATTATGTCGGTAACEAAA

MECAS1S -2227 [NV VAAIMAAAAAATAAT I RECCGCCANPAANIC TCLN NI A NRRNNICE -1 )
MFCAS15 -2469 RYVVVVACVATI - ————————— GTATATTGGGRAATAATCRGATTTGATTTTTTICPACT
M2

NI LW TAT T TT1TTCCTTAAAGATATGGAAAETGGGTCCTATCAGAGCCT TAATGGCCCCTACT
(1) (SN Y AR TATTTTTTCCTTAAAGATATGGAAAARTGGGTCCTATCAGAGCCT TI®AATGGCCCCTACT

P
Vo N Ao WA TCCATCTTTGCATTTGTGGTCCATAATAATC GTCGCTGTCLRICCCGETABACTCTTT®A|
(1) JOLSH RSP {SATCCATCTTTACATTTGTGGTCCATAATAATCGTCGCTGTCA®CCCGYT A ACTCTTTG&

pMC1

—
(O RSREP 0 Z S T TCACCTGCTCTOTAATTTATTCACEEG T Bt AAAAAATTGCYCACGTE.CCGACATAC
MFCAS15 -2302 |i¥AcaiciICILARRARIY.IeT LEIAAAAAATTGCYCACGTE CCGACATAC

) KO NN RS RO G CC TACATTTTTTTCTTGGTAPATGATATTTCTATTTTTCTGAAGAGTAGT T RREREARS
(V) YT SRR 2 A CC TACATTTTTTTCTTGGTABATGATATTTCTATTTTTCTGAAGAGTAGT TREEEEEEE

MtCAS15 -1934 TTTTTTGAGAGCAAT T[CANACIAYNC KCICTN KO7-V2N o4 I 2N PLVAN N I N V2V CC[e7NO(07N AN M PLVAV.V-N |
MFCAS15 -2190 ----——-—————————- GTAGATCTGGATCAATCTTATAATTTTAGGGACCATATTAAAAT
1) KON RSN RV /WA TTGATCATAATATGGAGGACGACTAAGT TGAARTAGTTGATAUTATCCTRCAATTTCA

(1) JOUSH RSP AR SIA T TGATCATAATATGGAGGACGACTAAGT TGAARTAGTTGATAIRITATCCT®CAATTTCA
() KOS N RS RSN R CCACCARNMIAATTTGAGTATTAAIRTTACTCATTGT TTTAATGCAAAAATGGTTATATTC
() SO SH RSP O ISy CCACCAREERBATTTGAGTATTAASTTACTCATTATTTTAATGCAAAAATGGTTATATTGCS
O SN RSN WA R A CATCTTATTCTCYATATTTTGCTTTATTTT@®TTTAAAATATAAAAGGAACHAAAATCAA
[V (OSSR O ACATCTTATTCTCO®ATATTTTGGTTTATTTTT TTAAAATATAAAAGGAACIIAAGAT CAA
() KON RSN K1 Z A TGAGAARGTATATTRTGCTTTTTGACAAAGTTATGTCCCCCTATACCTTCCCGEAyfeloe
() JO SN RS AV A TCAGAARGTATATTIHTGCTTTTTGACAAAGTTATGTCCCCCTATACCT TCCCASEEEEE
MtCAS15 -1634 ClmieCCCTTCINERENE®AS T TACARPCrV-VACLY-NPACHICANMEO T T| OTGCCT
MFCAS15 -1918 -|Ri®T----- TTTTTTCACTERAGTTAGAAARAATAGTGTTTC WO TGCCT
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-1574
-1866

-1574
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-1574
-1746

-1526
-1686

-1519
-1626

-1462
-1569

-1404
-1516

-1345
-1459

-1287
-1406
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-1169
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-1110
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-1050
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-990
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-938
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-897
-1002

-839
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-726
-834

-672
=777

-618
=717

Begin CAS15 distal promoter identity block l

AGGAAATTATTAGAGAATTT®CCCAAAAATIYIAAATACTACIIAG TAC T SRR
ETGAAATTATTAGAGAATTT‘CCCAAAAATT‘AAATACTACC GGAAAGAATAT

AAAGAAAAACTGAAAAGAAAGAGTAAATACACAATATAAATATAAAAGAGAATATTGTTC
----------------------------------------------------- NTET
AACAATTATCACAAAATAATTGTACACAAATATCATTTCTCATAAATAAAATAGRGIIAC
YAAAIIOGAGTE TIAAIRICATSGACIRITACATT Tl Aﬂ——— CRANATECHE TOR
cAlYAEG TGRS C ATy G T ra T Aes G A TR AIG AR CR TARC A
ACHCESAGGHRAAC TC NATICONIET NCQITRETGA®T TEAG
gl AT AR Al ool T GATIRIGH TTIAATGERT GlICGAI TR TGAY TTAG
TSI C AR CAA AR TERGGAARC TREASTARANISGG-AARET AA T
M it T AR e Al e AT AL TCIRICIRI TG AGACCThSS)
VN1 LT AYTARCARCTTPAGGINACIRIGIEAAAS AT TTTGEATCE TUAAE
NN \AIYNO T A6 TARCARCTTRAGGOICIONES \ \ e TGCCANETTTTAARTAGTEAAS
ACESARGRGAS TRTGASRIT WITATT TG TIRAN THAG TR A
e T ANARSC TSI TTEACASCI TG TT TG TN AATATS THATRGAICATHY
N AAGIIEGYTE SR ITIATAAT TG TONIA TIRRIGEACTIATUATAC TALRITABAA
CCIMATCTEAUTATATEGAAL LA AN - GIGCCINICACEALITLICEN @l CAIGIY:
TATRARRTIRE 7T TRACAT - IS CATE TRARTIATAART] ATERRIAE
oo T ACTAAY YA ANANEA TG TRETGEAIACAACSCACTTTITT TR T T TRER T TTYG
AT IS HACERE T T TAGAGCGAA TTAC OYIAACCAANTGAGETAATHC
NS AAGHTCATABAA GRS TIRIG TIRRRITIYS Py THAGER LA ABAAART G ARAT ASG TR
TCAINNITATAABATETGETAGTYCTAALEIIAAARA AR NTECTCTTRATE
TCARSBTATAAGATRTG AAIREIAAGHA TUTAI TIAACCEAICIITYRE Ao TA A
A GTH-- ‘TETM—CAC‘CTTTTTTCCM ----- NCACRTAPACC
AT ABATI LRI T TN CABAR I CACARTTTTTTIVSAINS PN THiCARGH A TEG TiRRE
SRCATGTGIGAGE T G —— TEAGAGAAA TINSESE /| RS- TATGAGTT
IYACATGTGEAAGINI TGN TAAGAGEIAA TIEYNIECACOVRRITATAGGTT
TET GTGE—— E€GATCICAA TCANYSRIA TICHCGCPCTABAAG
o T TIOATNA T TALRIAAIGAT CRCAAIIGLICEC T TGRSA AT TIEEA T TLRRI TR TCCLRLS

e ACYIGT SASC TARGETGE T8 TN TE T T COMMCTICT CAA AR TATSACARART]
S 88 Ty TASAA TARTE T T Tl TCCRSICTSC TCUARIAAS TATIACASART,

T o TCORCAAAGGINEAG T TAEAATACAGAARAAIRIAIRRIEIAAAT CA
ASGGICTIRITCLRICGAAGGRIARTHT AMAATEC ABAAR A ALY LYV I, 7
CCINRITClmIA TOROGARTAATGRAACCHAARRCAAIRITGEAWA IR CAUCATH

o T CIVAA TIEAGAG TAATGAACCIAAIIICAAINATGAGH A (OA
T--TTNICER---IET] ATCCWT TRGAAACTRRIRTC ARCIRICATA®
GACCAANNIT] TeA B Ac e TR AGEAATINIA
GEE-- -JEATATCTTE T TEAATRECTRIC TR TAT TACISANYYYen AR TRCACT TRAEGCC
COAAATISRAATGASGGIETTCIAAIRIG WACEAAAACTRCAAAIGATEGHE
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-561
—658

-501
-603

-453
—543

-400
-483

-350
-547

-301
-363

-253
-303

-202
-243

-167
-183

-107
-125

-64
-65

+51
+45

TCCAAALKSTGOCA T] TRACHCIXS TETE TR TCCYXSS TCTTGACACCIETIT
TCCAAARRTGICCEGTET TRE AGRCHAA T‘TAACCAAAATCA&A G
- CIYYAA -0 - — — e T TIY-INe-NICATIEE TC TAG - AR
G AWYATGIN®EGTGT [GAGLA GG CTTURITCAC ‘Ta
——LREAATTET. A CRGACHARIGALIC THIGCATRA CCACHTTY
CCLRESIATAALGT NAAGOTEIVAGAAG [GACATEA T A A
TTeTTTY----- AGLIRITAAGAABEI A AN ATIC ARSI A\ CrssANGHGAAAIRICIRIAGIAAL
GCI®AGALIGAAC ATAAAAC‘TG&‘AAATC‘T AACINEAE WAG AEG‘AAA
TTRAGCRAACATYYE-IXe- ATV e - ———- TEGAAATOTLI®® THAGCEEEEAAAATA®
AA&T AT TTTOAYNECINGALITCAV-NEOAT TAALAACNITUG AW\OCTGTIVAYACHICIAG
End CAS15 proximal promoter identity bIockl
AT TTIRAA -ICAL- CACHAINA TEGCECARATTAAAAIALIACC T T ——
aCG AALREACCLE® T T} TA&TT SACE AYYYAANALISCCLIICTAGATA
- A (O CANTIPAAAATATACTTATCATATAAAATCTTIAACAAAREES
T IICA G NICANTIAAGTATACTTATCATATAAAATCTTEAACAAALIAYA

M

4
------------------------- AAUALIAATACATAIINTGATGCCTATTTTTAATCA
TACATTATTGATGCCTTGTGTCAAANAARAA NN NN C TN (oo I R ARV NI
GACAATCTTTTTCAAAAAAGAAAAATAAT TAATACAAT TACACINGG TINFAGAGGASACG
GACAATCTTTTTCAAAAAAGAAAAATAATTAATACAATTACACEMG TIIBAGAGGAJACG
. H
CCATGGTTATTTTAGTCATTTCCACATAAATGGTGTGGA T U - - E—
CCATGGTTATTTTAGTCATTTCCACATAAATGGTGTGGATIN SN RRRINIATCY T e0r?
M

1
TTTEGITTTTGTCCTTCACT TATAAGCCTATAAATACCAT TBRGATCATSICCT TAG A
TTTRPGTTTTTGTCCTTCACTTATAAGCETATAAATACCATTHGATCATIL®CCTTGGEAT A
+1 MICASLS Hessirieessseresnssnnenad

M3 {
ACATCAAATCAAAAACASEEEAAACAAAGAAGAAACACATTCATIAYA CATAGAAINSTAYA
ACATCAAATCAAAAACACTYXBAAACAAAGAAGAAACACATTCATEEE | T ittty AGAA

ACAAATAGAIJATACAATATG
ACAAATAGAIRATACAATATG



Figure S1B
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-2606
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TTAGGTCAAAAGATCATTAAAAGTGGAAGAATTAAGTGAATTTTGATGTAGTTTGATGTA
GGCAGATGTTAATTAGTCATAGAACACGTTTAGATGATGATTGGTGATAAATTAGAGGGC
TGGGTAGTGAGAATTCGAGTGCAGAGATGAGAGAAAGAGCTGTGACAGAACCCTGTTCTG

pMC8

—
TCATCGCTCGCAGCTGCGAGTGATCCTACCCGCACCTGCGAGTAACCCTTTTAGCTCGCC
ACTGCGAGCAATGTTGTCCGCAACTGCGAGCTTCCCCGTTGAGCTCGCCACTGCGAGTTA
GTGCAGTACAGACCTGATGTTGTGCGAAATTGTGTCTTTTCGCCCGTTGCTTTGATGAGT
TAGTTTCTGATGTTTACAATAATGATGATGCTGCTAATTATGATGTTCCAGTGATGCTGT
TTTGATGTAATGAGTTTTGTGAATTATTAGTTAQTTAATTTAACATTAAAAATGAAGATT
G
GTTGCATTTAGAGTCGAGTTGTTGCAT4E:::§CGATGGGGGCTTAATGCCTGACAGGTT

— 8

CTTATGACCTTAGCGATGGGGGCTTAATGGTCCAAATATGACCTTAGCGATGG
GGGCTTAATGCCCTGGTGGTACCACATGCA ATGTTGTCTAAGCTGTTGTTGATGT
TGTTGTTGCATTGTAGAGTCGTCATAACTCAAATAAATGATGAATGTTGTGATGATGTTG
CTGCCTTGTTGTTGTTGTTGTTGTCCCATTAATTATAATAATGTAAACGAAGTGAATTAA
GATGAATCTGCTGCCCTTGAATAACTATGAAGTTGTTGGTTACTTAACCTTGTTAAATGA
CGATTAAATGATGATATTAAGTTAGATATGTGATGTTGGTTATCTTTTATGAATTATTAT
TTGTTTTTAATGAATGTGAAATCTCACCCCTTCTGCGTATATGTTGCCTCGACCGTGGGT
AATGTGCAGGTAATAAAGACTAGCTGTGTTCGTGAGTAGACTCCTCACATCGTGTCGTCT
AGGATGCTCTGATACGTAACGGGATGGGGATTGTCTGATGCTTGTTTTCCTTGTTACGTA
TTTTATTTAATAAATGTTGAACATTTTTATGAAGACTATTTGAGATGTTAAGTTGTGGCC
TTTCATGCCAAAGATTTTATGTGACGTTGCGAACTAAATTTCCGCTGCATTTGATTATTG
AATTTTATAAAGACAGGTTGCTTAAATAAATAGTATTTCCTAGTATTATATTTGTTGTTA
AATGATGAATTGAT%TATGTGATGCTCCGTTATGTTGATAAACTCTGATAATTTTTATGA
e
AATTTTTAAAAACGGGGTGTTACAATATATGGTTTGAGTTTCTTTTTATATAA
AAGGGGGCAATAAAATGATTTTCTATATTCGGGACGAGTTTGGGTACGGGTTCGGGGAGG
GTATACCTATATCTCTGTAACTCATCCAGTGCCCGTGTTTTGAAATCGGGAAAAACTCAA
ACCGAGTCAAAGCGGGGAAAAACCCATTAAATTGAGTTTGATTCAGATGGGTACTCGGGC
ATGGGTTTTGTTGCCATGCCTAGATACAATACATAAAAAAAAAACAATTTAACTAATTAA
TATGTAACTGATTGTTGTCCCATGTATGATTTGTACAACAATATTAGTTAGTGTCTAATT
AATTAGAGAGTAACGTTTGTCATGTGTTTTTTTTTATAACCATTCTTTGAAAGGATATAA
TGATTAATAATGAATAATGATTAAAATTAATAATTTTATAATATGACATTAAGATAAACC
AAAAAACATATGAACATCATTTATACAAAAGAAGTAATCTTGAAGGTGTGTAATTTTATG
TAAAGTAGTTGTATTTCTCATAATAAATACTAACTCCGTGTATAATTTATAAATGAGAAA
GATTTTGTAACTCTCCCAAAGTTATGTTATTTGTGATCATCCAATTGGATATAATTGAAT
AAATTTGGATGTAAAAATATGTATCAGTGAGAAATAGTCTTGTCCTTTTTTCTTTTTTAT
TTACTCCTTTTTTCCTTGTGTTTTTTTAAGTATCGGTATAAAATGTTTCTCCTATATTTT
TTATATTATTCATAAGTGAAATGTATTTATCAATGTTTTTTATTAGAAACACACGATCAG
ATAAAATCATATGTACGTCATAAAGTTTATTTTTAGTAAATGTAAATTTGTTACGAATTT
AAAAAACGACTTCAATAATTTATAGATTTTTTTATTGTGATAAAAACCACCTCTTTTAAA
AAAATAATTCAGGACCCGTTTTGTTACAAATTAAAATAAAAGTGATTTTGATATCTTTTA
ATTAAGAGAATTTATAAAACAAATCATGATTTATTTTGTTTGGTAATTGTAATTAAAATC
ACATGTTTTAAATAATTTAATTTGTTTGGATACAACTATAAAAAAATTGCGATTTTTTGTT
ACAAAATTACATCAACTTTATAATTAGAGAAAGATTAACTTTAATAATTAGAGAAAGATA
ATAGATTGTAAATTGTTTTTAACTCTTTAGATATTTAGAAGTTGGATTATAGAAAAATCT
ATTTTGATTGGGATTAAGATTAAGTTTGTTTGCTCTATAGAAAAAGATTAAGTTAGAGTG
TTTTATCAAGTGAGTTTGTTTTAATTTGTTCTTAAGAGAGAAAATATAGGGGGAGGTTGA
AGCAAAAGACGCAAAATGATATAATTTTGATGACGACTCAAAATTAAGAAGGGGTAAAAT
TGTATTTTTGCTACACATTAAGTTTCATAATTAGAGAATAAATGATTAGAAAATAAAAGA
TTAAGTTTGTTTGTTATTTAAAAAAAGATTAAGTTAGTGTGATTTATCGAATGAGTTTGT
TTTAATTTGTTTTTAAAAGAGAAAAAATAGAGGGAGGTTGAAGCATAAAACACAAAAGGA
TATAATTTTGATGATGTGTCAAAATATTAAGAAGGGATAAGATTGTATTTTTGGTAGACG
TTAAGTTTTATAATTAGAGAAAGAATAGATGTGAGAATTTTCAGGGGAATATT%?ATGAC
—

CATTACAACAATGATGGTAGTACCCTTTACCATATTAGTCATACTGACCGACATCAATTT
TACCCTT Aecead

TTTCTTTAAAGCAATACTGACCGACATCAATTAACTATAACAAAATATCTAAAACATCGA
GTAAAATATGGGAGTTTGTTTTAAGTTCGACAGAGCTGGAGTGCATGATTCGAAATCATT
GCCTGATTTTCATCTCAATGCTTAGGAGATACATCCTATTGCTGTGTTGGATTATGAATG
ATCTTAATTAATTAAATAAAATATAAATAAGTTATAAAATTATTAAAATGCTACTCTTTT
GTTTCAAAAATTTTTAATCCGCACTATTTACTTAGTTTATTTTGACCATATTTTTTAACT
AATGTTCTGCTATCCAATATTTTTTTAATTTTATTTTGACCATATTTTTTAACTAATGTT
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MtCAS31 -1529

MFCAS30 -2190

MtCAS31 -1470
MFCAS30 —2130

MtCAS31 -1410
MFCAS30 -2072

MtCAS31 -1350
MFCAS30 -2012

MtCAS31 -1290
MFCAS30 -1952

MtCAS31 -1230

MFCAS30 -1892

MtCAS31 -1170
MFCAS30 -1844

MtCAS31 -1120
MFCAS30 -1784

MtCAS31 -1060
MFCAS30 -1726
MtCAS31 -1003
MFCAS30 -1667

MtCAS31 -943
MFCAS30 —1607

MtCAS31 -884
MFCAS30 —1552

MtCAS31 -832
MFCAS30 —1494

MtCAS31 -786
MFCAS30 -1434

MtCAS31 -728
MFCAS30 —-1376

MtCAS31 -669
MFCAS30 -1318

——————————————————————————————————————————— TTTTEGCAT®ATATTTG

CTGCTATCCAATATTTTTTAATTAATATTCTATTATCCATTTTINRRITEY¥NICAY:ARNIC

GATAGEIAGGGAAATCTCTATAATCHE OECTAGACTTTTTTCGTTATCCACTCAAA

GATAGEEGGGAAATCTCTATIATCHA IICTAGACTTTTTTCGTTATCCACTCAAA

AGAMJAAIAAGGTTAGCCAAATGGGACGATGAGT TGATGARGAGTGGTEGTTAIIGACTTTG

AAASRAABAAGGT TAGCCAAATGGGECAGTGAGT TGATGAIIGAGTGGTATTAGGACTTTG
pMC2

—
AGLUIGGAGAAGEGATCTTTTGGAAGGCGAEGAGCAINTTGTTGGGTGAACTTTTGAATATT(®
AG®GGAGAAGEGGTCTTTTHGAAAAGGAIIGUIGCABTTGTTGGGTGAGCTTTTGAATATTIE

M2

ABTACTATTTGAGTCAAAAAGHABAAAGATAAATGGATT TEGGTCCT  GAATC A
AITTACTATTTGAGTCAAAAAGEAAAAAGATAAATGGATTTIIGGTCCT " GAATCEACA

AAGGLICTUCALIAGTGAAATIMOTTATATGRA®TCTTTTAAGRGGTAAAAYTCTTCCTCCACC
AAIIGECTIOCA®GGTGAAATIRITTATATGERTCTTTTAAGHAGTAAAAGTCTTCCTCCGCC

GGATTTAAGTGTGGEGTCTAGAAGAGGGE TIRAGGA®AATTTGGACTAGTTTGACTCCCCA
AGATTTAAATGTGGUGTCTAGAAGAGGG THAGGGEAATTTGGACTAGTTTGGCTCCCCA
— 4
AAAAGT®CAARTTTTCTC AAIITAASTITTGGTAGACTTCCGACTCGCTCAAACT
AAAAGTICAAYTTTTCTCH AASTAAITE®TTGGTAGACTTCCGACTCGCTCAAACT
3
ATISTUGAAGAGGAGCTTTGECAGTTGGTGTGACT TE®GGATTGTGTGTGGEGTII®GGATA
A @GAAGAGGAGCTTT GIYCEBGT TGGTGTGACTTYAGATTGTGTGTGGYGTIGGATA

pMC10
—

TCAAEA ST YNTNICACTIGTTTTGTAG JACCTTTGTTGGAA

TCG‘C&T ———————— OCACTAGTTTTGTAGE AR CTTTGTTGGAAE -
ATGCAATTTTAAATGCATIAGABEAGCGTCg A AATIAT ACEEEEE et TCC
ATGCAATTTT®AAATGGATEGAAINIAGCGTG A HTARACCGTTTCAG
TGACA W TCATCTECTTTEA®TAAAAAAIATCGAAAGGGGCTTABACTCATT
TGAC®ATE @A TCATCTYCTT TETTAAAAAA—ATCGAAAAGGGCTT‘TGCTCATT
GGPATGCAABGATTTGEGAAAATT TRGGACIIGCTCGAAATGAGG m C T AGAALN
GGEATGCAABAATTTGAAAAATTTIIGGACEGCTCGAAATAGAGH T T{OREIVAC

PMC8 Begin CAS30/CAS31 distal promoter identityflock
Pra—

[€TGGCAGCIEGAAGAGATTGTAGAAGTCAT®AAAATCACCTTTARAAATGGTTTAT(E
[TGGGAGCIMIGAGCAGATTGTAGAAGTCATIAAAATCACCT®TTAGAGATGATTTATHIGE
ATPRTECHAEECIA - IEECATAIENENIGCAEERGCHEEAGIRES YN T GGACACH
TCE& AITAGCOATEOT TCEEmIT TATATIIACCAARE GGTTTTCAAATCCTTTAETT

TATII TS CAIAN - - IRA I TEICANS T TTIRACCATTNIACTA T TN - ————- AA
GTCUIAS TCU TG OLRCE I TG TCE@AACA- -Ac ARSAAGEANCEIAGGTTARE

ATTET TANARAL TN - - - - CeTTCITCETT TG AT GESSECAATHAGUTH
ACGEAARNECINCE CLEYAACAAGANACCLRICCALICALIRICH T T TINICCAA YN
—PECAASRCISEAL TEEATE TETEII T THCCEERGCORG TRYC T TAT TCLC-
o TCORICCETCCOTOAANCRTEATTTINETTE AATATﬁ-CA Al CINIG
SATNRAARANICG AUTALCAT TIRIAASITAGATIERTATEATGeggeCARAE
ci ﬁTCACA T AOTASEATT NI TANATIITATOATGLEYAGA
ACATASE ASCT TIYATIRIAG T TEGCAGINT GCATEA ATCJGT
e ThC eI TRCEAIIGAATIAT T TA- AT TY T ————lTA
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-609
-1264

-561
-1204

-561
-1144

-561
-1084

-561
-1024

-561
-964

-517
-904

-458
-844

-403
-758

-348
-732

-300
-677

-300
-617

-300
-557

-300
—497

-300
-437

-300
=377
-300
—-317
-244
-257

-185
-197

-127
-137

GTARARIATOIAAGEEATUAAURETAAGICATICAIIO TINIG TATG TG T GHCH——
GTABAGATHEAGATIA T AN T A C A TISIGE TIREG TATG TG TCRC Y N
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Figure S1. Alignment of the M. falcata and M. truncatula CAS upstream genomic regions. (S1A) CAS15.
(S1B) CAS30/CAS31. The downward pointing arrows at +1 identify the first nucleotide of the transcript as
determined by 5° RACE. Consensus CRT/DRE (CCGAC) and ABRE (CACGT) motifs are boxed in red
and yellow, respectively. Alignments were made using ClustalW in combination with GeneDoc (Nicholas
et al., 1997) and were formatted using BOXSHADE 3.2
(http://www.ch.embnet.org/software/BOX_form.html). The 5’ end points of the pMC constructs pMC1,
pMC7, pMC2, pMC10 and pMC2+8 are indicated by the rightward pointing horizontal arrows above the

sequences, the 3’ end point of pMC2+8 is indicated by the leftward pointing arrow.



