Cin2
HsaKELL
RnoKELL

100

20

43

31

51

92 MimuKELL

Fru4
HsaECE2
190 RnoECE2
MmuECE2
XlaECE
BtaECE
HsaECE1
CpoECE
RnoECE1
MmuECE1
Aga3
20 DmeNEP3
100— Dps3
Ame3
89| miECE
Cin5

Frus
(90  HsaECEL1
f 00MmuDINE
RnoDINE
Cint

61

Cin4
Gin3
i 9 Frué
0 HsaPHEX
0MmuF’HEX
RnoPHEX

Fru3
1200 HsaMmuEL
MmuSEP

90RnoNEPII
0

Amet

p31
70 HI003P*) oy
~,(CbrP04554

52 CelT05A8.4

Ame4
Aga4
fhoDpsd
DmeNEP4
————————— Agab
0 CelT25B6.2b
CbrP00057

1

1

10
10

1

70 Aga1l
1

o5

10
2 99 81 CelT25B6.2a
100Ce|F54F1 1.2
CbrP04955

3 T50 CbrP04222
89CeIF18A12.8a
89 CelF18A12.8b
i 00CbrP00640
CelZzK20.6
Ame6
8300 Ame5
Agabs
10059
16 100BmeSNEPS
ps

| I: Ame8
99Ame7

13 Ame;
ga
21 DmeNEP2
100 DPs2
g BMNEP

Ame2
CbrP01247
CelT16A9.4

62
CelF26G1.6
I_Eooc:brpomazs

[13 Ame9

2., CbrP04749
LEQSCeIZKWOJa
CelzK970.1b
DmeCG9634
CbrP14401
CbrP19077
CbrP01207
CelT06D4.3
CelF39E9.4
CelF18A12.1
CelC49D10.10
(CelF18A126
CelF18A12.4
CelY116A8C.4
100 e1v116A8C5
5CrPO1131
CbrP04223
CbrP01132
T00C lk02F6.9
— DmeCG15485
DmeCG4725
84 Dps9

w

100DmeCG4721

7 00DmeCG14527
DmeCG14526

40 8 DmeCG14529

16 7

Dps10
89DmeCG14528
Dps7
190 pmecaeass
DmeCG5527



