Table 9. Chromosome counts after siRNA-mediated down-regulation

Percentage of mitotic spreads

Condition | n* | <43 44 | 45 | 46 | 47 | 48 | 49 | >50 | Flso'

Untransfected | 310 | 4.5 155623 ]13.627|03(00|1.7 |10

GAPD 380 19.2 182(55.0]11.639]0.8 (0.0 1.3 |0.8%
SMCIL1 304 | 7.2 16.1 | 46.7 | 13.2 1 6.6 | 0.7 | 0.7 | 8.9 | 5.5%
CSPG6 311 | 12.2 151]48.6196 [45]1.6(0.0]|84 |52x
STAG2 31583 143(552]105(22]1.0(0.0]8.6 |53x

MREI1A 307 | 5.2 16.0 | 54.7 1 12.1 |49]2.0 (0.7 | 4.6 |2.8x

*Represents the total number of mitotic spreads quantified.

"FLso represents the fold increase of the >50 population over that of the untransfected control.



