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SI Figure 7: Secondary structure of the rRNA decoding site in yeast mitochondria. 
(A) The ribosomal decoding site of Saccharomyces cerevisiae mitochondrial 
ribosomes; rRNA residues are numbered according to the position in yeast mtDNA. 
(B) Mitochondrial mutant decoding site carrying a cytosine to guanine mutation at 
position 1477 (corresponding to E. coli position 1409). Note that yeast mt rRNA 
position 1477 is not homologous to human mt rRNA position 1494 but to position 
1493 (compare to Figure 1 in the article). In addition, the lower stem of the yeast 
mitochondrial rRNA helix resembles its bacterial homologue helix 44 rather than its 
human mitochondrial counterpart: e.g. a Watson-Crick interaction at yeast mt rRNA 
positions C1477–G1583 (bacterial C1409–G1491) and G1478–C1582 (bacterial 
G1410–C1490), the corresponding human mt rRNA positions C1493•C1556 and 
C1494•A1555 are no Watson-Crick interactions. 
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