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incubated to reconstitute GlpD into the membrane vesicles. The reconstituted GlpD was then 

mixed with 0.17 μg of trypsin in 1.7 μl of 1 mM HCl to initiate the digestion reaction at 37 oC. MS 

spectra of the digested protein were acquired and analyzed as described for the β-OG samples. 

The missed trypsin cut sites for both the β-OG and phospholipid reconstituted samples are 

listed in the following table (STable 1). 

 STable 1. Regions of GlpD Protected by β-OG and Phospholipid Vesicles  
Missed Trypsin Cut Sites in Reconstituted GlpD 

SFig.1: Mapping of Detergent and Phospholipid Protected Regions in GlpD by Limited 
Proteolysis-Mass Spectrometry  

Trypsin cut and missed cut sites in GlpD after digestion of 30 minutes in the presence of 1% β-

OG or E. coli total phospholipids vesicles in 50 mM ammonium bicarbonate. The individual cut 

sites and protected regions are mapped onto the dimeric structure of GlpD, in ribbon depiction 

(proteolytic sites and protected regions are displayed on one monomer subunit only). The cut 

Protein Missed Cutting Sites 
(consensus sites from three replicates) 

Total Percent of Protein  
Digested 
(after 30 minutes) 

 

GlpD in β-OG 

4, 25, 47, 88, 102, 113, 114, 124, 136, 

137, 150, 161, 162, 169, 171, 230, 253, 

283, 301, 354,360, 368, 469, 470. 

 

40% 

 

GlpD in E. coli  

phospholipids vesicles 

4, 25, 47, 86, 88, 102, 113, 114, 124, 

136, 137, 150, 161, 162, 169, 171, 230, 

281, 357, 360, 368, 469, 470. 

 

43% 

GK in  β-OG extensive/complete fragmentation >86% 




