S$100 Sequence Alignment

Dr_S100A1/1-96
Ga_S100A1/1-104
OI_S100A1/1-99
Sa_S100A1/1-99
S5_S100A1/1-95
Tn_S100A1/1-97
Tr_S100A1/1-101
Dr_S100A10a/1-102
Ga_S100A10a/1-99
0Ol_S100A102/1-96
S5_S100A10a/1-99
Tn_S100A10a/1-100
Tr_S100A10a/1-100
Dr_S100A10b/1-100
Ga_S100A10b/1-99
Ol_S100A10b/1-98
S5_S100A10b/1-101
Tn_S100A10b/1-98
Tr_S100A10b/1-98
Dr_S100A11/1-101
OI_S100A11/1-87
Ss_S100A11a/1-87
S5_S100A11b/1-85
Tn_S100A11/1-87
Tr_S100A11/1-86
Cm_S100B1/1-94
Dr_S1008/1-95
Ga_5100B1/1-94
0I_S100B/1-93
S5_S100B/1-95
Tn_S1008/1-98
Tr_S1008/1-93
Cm_510082/1-43
Ga_510082/1-91
Dr_510011/1-95
Dr_$10012/1-97
Ga_S1001/1-92
01_S1001/1-115
S5_510011/1-92
55_510012/1-92
Tr_$1001/1-93
Ga_S100P/1-92
01_$100P/1-93
Ss_S100P/1-92
Ga_5100Q/1-82
01_51000/1-84
Tn_5100Q/1-90
Tn_S100R/1-99
Tr_S100R/1-95
Dr_51005/1-114
Ga_51005/1-116
01_51005/1-112
Tn_51005/1-113
Tr_$1005/1-108
Dr_S100T/1-111
Ga_5100T/1-105
01_5100T/1-108
Tn_S100T/1-54
Tr_S1007/1-107
Dr_S100U/1-110
Ga_$100U/1-110
Tn_S100U1/1-110
S5_5100U/1-92
Tn_S100U2/1-86
Tr_$100U2/1-90
Dr_S100V1/1-105
Dr_5100V2/1-100
01_S100V/1-103
S5_S100V1/1-104
S5_5100V2/1-104
Tr_S100v/1-103
Dr_S100W/1-103
Ga_S100W/1-151
01_S100W/1-108
S5_S100W/1-104
Tn_S100W/1-106
Tr_S100W/1-107
Cm_$100Z/1-57
Dr_51002/1-99
Ga_5100Z/1-98
01_51002/1-98
S5_51002/1-99
Tr_51002/1-96
Tn_S51002/1-97
Cm_S100X1/1-47
Cm_5100X2/1-48

10 20 30 40 . 50 . 6 . 70 . 8
rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrr MvskLENAMEGL IKVFHT YEls kEcBk vALsksELksLLacELsDF
MATQLQTAMEGL I AVFHS YSGKHGBK YL SRGELKNLLQGELADF
MSANLQGAMEDL ITVFYKY KIFGRKYSLNKKSLKNLLHEELSEF
MTELESAMAG I 1GVFRKYHGKEGEKYHL s NNEMVDLLKAELPNE
MGKLESAMEGL IQVFHSYHSsKHGEK Y@L skvELKNLLQGELS DF
MTSKLQSAMENL ILVFHTYSGKEGHK YL sKHEALKNLLRGELGD |
MATKLQSAMENL ILVFHTYSGKHGBIK YL S TLEMKNLLRGELAEL
MPSELETAMESL IMVFHRYNGKEGSGUWLTRRALR ILMENELSGF
MPSELETAMESL IKVFHRYINK[EGYS VIILSRREILRELMENELSTF
MPSELENAMESL IKVFHRYN- - - -[<DNEJL NRRIELRELMENELSNF
MPSELERAMESMITVFHKYNAKEGNG NL SRRIALRDLMENELSGF
MPSDLEHAMESL IKVFHRYNSKBGESGHLSRRELRELMENEL S NF
sG

MPSELEIAMESL I KVFHRY[ISKIZG IFILSRRIEILRELMENELTNF
MPSDLERAMETL ITVFHRY ASGISSIEL SRRIELKQLMEKELASF

MTELEKCMESL ITIFHRYLIDA[EG KEILSKK[ELNKLVETELPTF
MTELEKSMESMITVEHRYNESGNKs L s kkELKKL TENELPNE
MPSQLERSMESL ITVFHRYMDK[EGHCNILSKKEALKELMQTELDSF
MTELEKCMESL IVTFHRYNEASGEG NEL s kKELKKLLEHELPTE

MTELEKCMESL ISTFHRYLIEAEG NIFL SKK[ELKKLLENELPSF
IFNSTSPRIMESAINVLVSEFKAY KEEGHASULSKEHFTSLVKSQLPNF

MEAAITT IVSQFQVHINGS(H6(@s sl skDlEFQaLvAasQLP NL
MESAIGVLVSQFKAFINGS[GHS DL S RDIAFQSLVKTQLPNF
MESAINVLVSQFKTFGKPEGEs NdLskEAFSsLVAFQLPTF
TS MEAAICTLVSQFKIF KGSSLSKEFHHLVTSQLPNL

B . e MEAAICTLVSQFKTFINGKEIGHs sidLske[FHNLVTSQLPNF
--------------------------- MSELENAMVAI IETFHKY RIEGRKLISLKKASLKEL INNELVNF
--------------------------- MSDLENCLGT I 1EVFHKYHs kB Bk v kksELkeLLTHEFPTL
MSDLETSMAT I IAVFQKYSEREGERHEL KKSHLKDLLHDELP DL
MSELENGMAT [ IRVFHRYE|- - -GAKG[L KK THLKAL INNEMS HF
MTDLESSLAT IMEVFHKY EKEGKHLKKSLKDLINEELPAL

MEBEAEDNISELEKGMVS 1 1Q1TFHKYS- - -Gl|kClL KKA[JLRDL INNEMS TF
DDISELEKGMVS | IQVFHKYE - - -GFKC[SLKKA|ZLKDL INNEMSTF
ELENAL IS IMKIFHKYSGS - -IATGALKKAGIVKELVNNELSCF
DLESGILT I IKVENKYSIRHE - - -sELKKHBLRAL INYEMS HF
DTQKAMAML I ATFHKYSGKEHGHKLIL sKGEALKELLSAELGD I
DTQKAMAML I ATFHKYHGK/ZGHKLFL SKGEALKELLTAEMS DV
DIQKAMALL IGVFDKY KIEGRKHWLTKGELKELLQNEFGDL
DIQKAMALL ITSFSKY RIZGIEKNLSKE|ZLKELLQTEFGDM
MSGVQQAMSLL IASFHKYHGKEHGEKFHLSKVEALKELLQAELGEM
MSQVQQAMALL I PAFHKYHGKHGEIKTHL SKGHLKDLLNAELGE |
MSDVCTAMSLL IKSFSKY RGPHLSKALKELLHNELGEL

MTQLETAMAMLMKTFDTY/NAGHGHK DIIL SKAVKTLLEKELPGL
MSQLETAMAML IKTFDTY KBIGISKERILSKS[EVKTMLEKELPGL
MSQLETAMA ILLKTFDKYHGAZGUKGIL SKAALKTMIEKELPSL
MGEL IAAMG | IRNVFDKYNGE[HGEKeEML TkKEALsKLLREQ IGE[E
MTTIFEAIAILRKVFDKYNGKEGHAKIEL TKKEALTDLLKEQLGG

MPELFTAVAILSGCFKKY TERIGEIPNIEL SKASILKKLLQTEFEGL
MEQPSALEGAMMLLMGVFNKY TPREHKDIELSKASVKTLVEKEFPHF
S

MSSTTPLAGAIAVLMGVFQKY KIJANIS KIELSRAEVKTL IEKELPMF
---------------------- MSKEPSTNLESAMQML I KTFHKYHGKEGEIK YL sRGHLRELLTEELGNY
---------------------- MSKEPSSNLESAMQML IKTFHKYHG KAk vl sReHLkeLLLEELGTY
~MSKEPTSNLESAMQML IKTFHKYSGKHAGHKYMLSRGIALKELLVEELGSY
mp OIIMS REPSSNLESAMQML 1 KTFHKYHGK[EGEIK vidL sRe[HLKELLLEELGTY
MSREPSSDLESAMQML I KTFHKYHSIGK[EGEIK YL NRGALKELLLEELGTY
MSNLNSENASTLENAMQLMIQTFHKY NIEGEBKYWLSRQELKEMLTQELGNY
MPNSENASTLENAMQLL 1QTFHKYHGNZGEK YL SRALKEMLTAELGNY
MSLPKSENGSTLENAMQLMIQTFHKYSGNEGEKYHMLSKABLKELLTTELGNY

IQTFHKY NEGKVLSRALKEMLTTELGSY
IKTVVGVFLKSHK - - -GKENLGGK|ZFQSLVKSQLKN
IQT IVQVFLKSIK - - -GIKEEILGQNPBIFQGLVKSQLSN

1QTLVKVFLKSH! AReEHLGKKAFQGLVKSQLSN
1QTVVGVYLKSINK - - -@kGHLG DK[IFQaLVNKQLGN

- IKKIVTTFLQSER - - -CEKENLDSKEIFQKMVSSNLGT
- IKTVVTTFLQSER - --GKENLDSKEFKKLVSANLGN I
- INTLVTNFYSABPN--NADEILTAQIZFQSMLSKELPTM

INTLVTNFHAAGIKD - - Mo Pflt KADEFKNLLSSQLPTL
INSVVTKFHSAND - - -@GSIILNPSEIFKSMISKEMPLL
MATKYSDLELALNTLVSQFHGAMAN - -lJAPLTTE[dFQTLYSTQLPTL
MAEQHSDLENAINTLVTQFHAAMAN - -l PiiLQTQdFRGLLSSQLPNL
STLVNQFHSASAD - -G AIILKKDAFRSLLSSQLPNL

TNIVDIFLDYLIDD

VSIVEVFEEY KEE KSOILSNA[ZLRDL IKTELKSPEF[QBJKVDPENIKEVMEEL
GISKKIELNKE[SLKKVLEKE IQTPEL[S®Q | KAEDIEEAMNML

EF-Hand

90 1|0°

'
-LLEVWAS KDPMVVEK IMSDL
-LEMAS KDPCVVEK IMHDL
-LENEPNEASVVEK IMTDL
-LKSQKDKAAVDK IMKDL
-LLVNCKDPMVVEK IMSDL
-L[@NSRDQ IMVDNIMRDL
-LIMAS RDPMVVDNIMRDL
-LISSQKDPTFVDR IMKDL
-L[SSQKDPAAVDK IMKDL
-LISLSQKDPAAVDK IMKDL
-LKSQKDPATVDK IMKDL
-LESQKDPAAVDK IMKDL
-LESQKDPAAVDK IMRDL
-LISSQKDPAAVDK IMKDL
-LESQKNPKVVEQIRKDL
-LISSQKSPDTLDR I IKDL
-LKSQKDPAAIDKIMKDL
-LISESQNNPKLVDSMMKDL
-LISESQNNPKLVDWMMKDL
-VISIS SDPAT IDHLMS S L
-VISMASDPGV IDQLMSS |
-VKNAGDPAVIGRLMDS |
-VKNASDPVVIEQLMGSL
—VTGDPRAMEELMGSL
-VISPIJAGNPRAMAELMGS L
-IGDIKDQETLDKLMEGL
-T[HOVKDQATMDSLMESL
-M[BGEIVKDQAALDALMESL
-VIUISIQENAILDELFADL
-TGRVKDQATMDSLMESL
—IIQENETLDELFSDL
- I[SS1QENETLDRLFADL
- IS KEKDTLDELFADL
-FEISTTDKAALDKIFKDL
-FEISTTDKASLDNIFKDL
-LENST NDQAAVDR I FKGL
-V[@§S DDKEAIDRIFRDL
I'F
I'F

1|20 1|30 1|40 150

FVILVSVLTVACNEFFVQGLNE

FVSLVLGLS IACEACYRVDLRKSQSWNL - - - - -« - -« -
FVSLVVGLS IACEQCYQREMKMAR - =K - = = = = = = = - = - - o - -~
FVSLVVGLSVACEQCYQMEMKKRG - -KK - - - = - -« - ------
FVSLVVGLS IACEQCYQMHKKKMG - -K - - - - -~~~ --------
FVSLVVGLS IACEQCYQKHMRKTG - -KM=- - - - - - = - - - - - - - -
FVSLVVGLS IACEQCYQTHMRKSG - -RM=- - - - - - - - - - - - - - -
FVSLVVGLS IACEQLYQKQMKAAA - KK - - - - -« -«
FLSLIVGLS IACEKCFMLHEQKKG - -KK - - - -----------
FAPLI IGLSVACEKHYALLHEKAK - =K - - - -« ----«------
FVSLVVGLS IACEQIYQLHTQKVAA-KK=---------------
FLPLVVGLSLACEKCYIRSQKKSK --K-=---------------
FLPLIVGLSLACEKCYVRTQKKGK - -K - - - - - - - - - - -~
FWNL IGNVANKHGGF - -
FWQL IGKLASKQGGYGQ
FWQL IGRLANQHGGF IQ
FWQL IGKLANKQGGF
FWQL IGNLASKQGGFSL

FMTFVTMVT ICCHEFFEHHEDE -
FMTFVSVVTVCCHEFFEHEDE - -
FVTLIAMVTSACHEFLNPDSSDN -
FMTFITMVTVCCHDFCEHHEDE - -
I AMVTSACEELFVPDNS -
IAMVTSACQELFVPNNS -

-LGKASDKSAVDR KDL
-MGKNTDQAKVDK KDL
-L[SBITANKGAVDL I FKDL
-LISSSAKNPGEVDKLFKSL
-LIQ¥ESAKNQDEVDKLLKGL
-LKASKNPGDCDKLMKAL

LMGALTVACNDFFLDSPAPKK--ADGK - -AGGDEKKE - - -

LMGALTVACNDFFLDCKTDEK--PTDECKGGSAEKKN - - -
LMGALTVACNDFFLEYKTEDK--PKDD----SAAKTD- - -
LMGALTVACNDFFLEFKTDDK--PKEQ----SN-------
LMGALTVACNDFFLEFKTDDK--PKGQ=----5SS---=----
LVGALTVACNDFFLEYHEKDG - -KKDD - - - - - - - - KK - - -
LVGALTVACNDFFLEYNDKPA - -KK=---------------
LVGALTVACNDFFLEYNDKPE - -KK - - - -------- K---
LVGALTVACNDFFLEYNEKQE - -KK=----------- K---

-LEMAQDKEAVDRVMGDL
-LPESEDNEAVKNMREQL
-LEETDSKEAVKNMGQGL
-LEMTDSKKAVDEMRQNL
-MTGTDSSSAVKEMRKGL
-M[@BITDSASAITKEMQNGL
-M[EBITNSSSAVKEMQQGL
-VISIBAGDQEGLSK ILKDL

I'' LVGALTVACNEFFLEYNEKQE - -KK---------------
LVGYLAQAVSEQRCLEAETPEETPVQESQAQAAANVQAQP *

|
1

|

ITNIVDVFEMDY/DDEGAKREIL NKE[HL KKLFEQE
IVSMVEVFEEYNTKEDANROILSGTHL AELMKKE
I TTMVEVFLEYADNSGAkQL ckpfELaALLaTE
——————————————————————————— ITNMVDIFMEYSDDBIGEINRISL CKE[ZLQAMLQKE
---------------- MCLAPQIFARMPSQLEGAMDSL INVFHNYHGKEGEK YL nkGEL kDL L NS E
-------------------------- MPSKLEGAMDAL ITVFHNYHGS[HGPlk v[dL skcHL KELL NAE
MPSQLEGAMDAL ITVFYNYSGNEGENL AL NKGHLKELLNSE
MPSQLEGAMGAL I TVFYNYHGNDGBIKHEAL NKGELKELL HSE
MPSQLQSAMDAL I TVFYKYSGNMGEKY[ALNKG[EL KQLLNSE
MPTQLEGAMDAL ITVFYNY NBIGJKH[§L NKG[SLKELLHSE
MPTQLEGAMDAL I TVFYNYSGNNGEKHALNKGELKQLLHSE
MPSDLENAMLSLMA IFHKYSEKEGEKGHLsNsHLKDLFKGE
MSFAEHSELQKLMKG IVDIFRNYNG - - -[KNILTNSHAKELLEKE

Splice information for salmon and shark is not available

IECPELLMBIK ISAGDIEEAMEML
LASPEFHGKVEPAVLQEAMTNL
IESPELLSSIK INPDDIDEAMRTL
IESADLLQIK INGDD I EDAMKML
[0 O e
LTDF -LWSQKDPMLVEK IMNDL [)IS KDNiVDFNEFVVLVAALTVACNDFFQEQQKKRS

LTDF -LIIQKDPMLVEK IMNDL[8JS [K[BIN|HV DF NIJF VVLVAALTVACNDFFQEQKKKSK
LTDF -LIBIQKDPLLVEK IMNDL[8SK[BIN[HV DF N[AF VVLVAALTVACNDFFQEQNKHAK
LTDF -LMSQKDPMLVEK IMNDL [8)S [UK[BJN|#V DF N[AF VVLVAALTVACNDFFQEKQKKNA
LNDF»LiiQKDPMLVEKIMNDLDS KRIN[HVDF N#F VVLVAALTVACNDFFQAQNKK - -
LTDF -LIBIQKDPMLVEK IMNDL [)IS

LGCF -LK
LFAN-VQ

BIN[HVDF N[JF VVLVAALTVACNDFFQQQNEKK -

* Sequences cut for clarity



