
LPCAT3.seq      1 MASTADGDMGETLEQMRGLWPGVEDLSLNKLATSLGASEQALRLIFSIFLGYPLALFYRH     60
LPCAT4.seq      1 ----------------MATTSTTGSTLLQPLSNAVQLPIDQVNFVVCQLFALLAAVWFRT     44
LPEAT1.seq      1 ---------MAARPPASLSYRTTGSTCLHPLSQLLGIPLDQVNFVACQLFALSAAFWFRI     51
                                       ..... * .*.  .. . ...... ...... .* ..* 

LPCAT3.seq     60 YLFY--KDSYLIHLFHTFTGLSIAYFNFGHQFYHSLLCVVLQFLILRLMGRTVTAVITTL    118
LPCAT4.seq     44 YLHSSKTSSFIRHVVATLLGLYLAFFCFGWYALHFLVQSGISYCIMIIAGVESMQQCCFV    104
LPEAT1.seq     51 YLHPGKASPEVRHTLATILGIYFVVFCFGWYAVHLFVLVLMCYGVMVTASVSNIHRYSFF    111
                  **.  . ..  .*  .* .*.. . *.**... * .. .   . ..  ...       . 

LPCAT3.seq    118 CFQMAYL----LAGYYYTATGDYDIKWTMPHCVLTLKLIGLCIDYYDG-GKDGNSLTSEQ    173
LPCAT4.seq    104 -FALGYLSVCQITRVYIFDYGQYSADFSGPMMIITQKITSLAYEIHDGMFRKDEELTPSQ    163
LPEAT1.seq    111 -VAMGYLTICHISRIYIFHYGILTTDFSGPLMIVTQKITTLAFQVHDGLGRKAEDLSAEQ    170
                   ....**  . . . *.. .* .  ....* .. *.*.. *.   .** ... . *. .*

LPCAT3.seq    173 QKYAIRGVPSLLEVAGFSYFYGAFLVGPQFSMNHYMKLVRGQ------------LTDIPG    221
LPCAT4.seq    163 RGLAVRRMPSLLEYVSYTCNFMGILAGPLCSYKDYIAFIEGRASHVAQPSEN-GKDEQHG    222
LPEAT1.seq    170 HRLAVKAKPSLLEYLSYHLNFMSVIAGPCNNFKDYVAFIEGRHIHMKLLEVNWTQRGFQS    230
                    .*..  *****. ..  ...  ..**  . ..* ....*.  .      .       .

LPCAT3.seq    221 KM-PNSTIPALKRLSLGLVYLVGYTLLSPHITDDYLLTEDYDNRPFWF-RCMYMLIWGKF    279
LPCAT4.seq    222 KADPSPNAAVTEKLLVCGLSLLFHLTISNMLPVEYNIDEHFQATASWPTKATYLYVSLLA    282
LPEAT1.seq    230 LPEPSPMGAVIQKLCVTLMSLLLFLTLSKSFPVTFLIDDWFVHKANFLSRLWYLYVVMQA    290
                  .  *..  ..  .* . . .*.  ...*   .. ..... .   . .  .  *...   .

LPCAT3.seq    279 VLYKYVTCWLVTEGVCILSGLGFNGFDENGTVRWDACANMKVWLFETTPRFNGTIASFNI    339
LPCAT4.seq    282 ARPKYYFAWTLADAINNAAGFGFRGYDKNGVARWDLISNLRIQQIEMSTSFKMFLDNWNI    342
LPEAT1.seq    290 AKPKYYFAWTLADAVHNAAGFGFNGMDTDGKSRWDLLSNLNIWKIETATSFKMYLENWNI    350
                  . .**...*...... ...*.**.* * .*  ***. .*. .. .*. ..*.. . ..**

LPCAT3.seq    339 NTNAWVARYIFKRLKFLGNKELSQGLSLLFLALWHGLHSGYLICFQMEFLIVIVEKQVSS    399
LPCAT4.seq    342 QTALWLKRVCYERATF-----SPTIQTFFLSAIWHGVYPGYYLTFLTGVLMTLAARAVRN    397
LPEAT1.seq    350 QTSTWLKCVCYERVPW-----YPTVLTFLLSALWHGVYPGYYFTFLTGVPVTLAARAVRN    405
                  .*  *.......*  .      .. ......*.***...**. .*..... ......*..

LPCAT3.seq    399 LIRDSPALSSLASITALQPFYYLVQQTIHWLFMGYSMTAFCLFTWDKWLKVYRSIYFLGH    459
LPCAT4.seq    397 NFRH-----YFLEPPQLKLFYDLITWVATQITISYTVVPFVLLSIKPSFTFYSSWYYCLH    452
LPEAT1.seq    405 NYRH-----HFLSSKARKIAYDVVTWAVTQLAVSYTAAPFVMLAVEPTISLYKSVFFFLH    460
                  . *.      ...  ... .*.....  ...  .*.  .*...   .    * * .. .*

LPCAT3.seq    459 VFFLSLLFILPYIHKAMVPRKEKLKKRE--------------------------------    487
LPCAT4.seq    452 VCSILVLLLLPVK--KSQRRTSTQENVHLSQAKKFDERDNPLGQNSFSTMNNVCNQNRDT    510
LPEAT1.seq    460 IICLLIILFLPIKPHQPQRQSRSPNSVKKKAD----------------------------    492
                  .  .. .. ** .    ...      .                                 

LPCAT3.seq    487 ---------                                                       487
LPCAT4.seq    510 GSRHSSLTQ                                                       519
LPEAT1.seq    492 ---------                                                       492
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