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Table 1S. Solutions for Kruppel models 
Table shows the ten best solutions for each of the five models of Kruppel regulation.  The 
first two columns show the activator and the repressor, the third column shows model 
description; the next two columns show the quality of the fits between model and 
experimental observation (-log(1-r)) and site occupancy value.  The last six columns 
show the corresponding parameter values (logarithms for the binding constants and 
cooperativity values). The solutions were found for 35-70% embryo length; absolute 
concentrations of all regulators were equal (10-8.5 M). 
 

 
 
Figure 3S. Comparison between different Kruppel models 
Five different Kruppel models (see solutions in Table 1S) were compared based on two 
factors, fit quality (X-axis) and the difference in the binding constants (parameter skew) 
for activators and repressors (Y-axis). Large dots show average fit quality/skew values for 
each model, small dots of the same color show the values for individual solutions. In 
general, parameters of the same nature are more likely to have similar values; dramatic 
difference (skew) in the parameters can argue against the model. One can see that despite 
the high quality fit, some Kruppel models (e.g., dual-B) produced very high skew 
between the activator (K1) and repressor (K2) binding constants (up to 4 orders of 
magnitude). Some models (dual-P+Gt, dual-C) produced similar fits, but with less skew 
in binding constants for the corresponding regulators. 




