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Figure 4S. Differences between eve stripe 3 and stripe 4 models 
Analysis of parameters for the eve models is shown, based on solutions from Table 2S 
and Table 3S. Two models were compared, Dual-B+R2 (R2 is Knirps) and Clyde-
Corado for eve stripes 3 and 4. Both Dual-B and Clyde-Corado models show similar 
ratios for the affinity of Hunchback and Knirps binding sites in the eve 3+7 versus eve 
4+6 enhancers. This result is in agreement with the previous model based on sequence 
analysis data. In the eve 3+7 enhancer, Hunchback sites have lower affinity than in the 
eve 4+6 enhancer.  Conversely, the Knirps sites in the eve 3+7 have a higher affinity than 
in the 4+6 enhancer. The current analysis predicts that the difference in the Hunchback 
binding affinities (X-axis) is much smaller (~ one order of magnitude) than the difference 
in the Knirps binding (~ two orders of magnitude, Y-axis) between the two enhancers. No 
such differences were detected in the number of binding sites for Hunchback and Knirps. 
In the case of the dual regulation models, only the binding affinities of Hunchback 
repressor sites were considered. Notice that the skew in the Hunchback and Knirps 
binding constants is < 2 orders of magnitude in the case of the stripe 4 models and < 1 
order of magnitude for the stripe 3 models. 




