
 
 
SI Figure 4.  QTL affecting hypocotyl and root length in CVI x Ler RILs.  HSP90-
inhibited condition in red, control in blue, and response to HSP90-inhibition in green.  
Top panel for each trait represents QTL significance in LOD; horizontal line of the 
appropriate color denotes a genome wide α=0.05 significance threshold.  Both plots are 
interval maps from the line means in SI Figure 3.  Lower panel for each trait represents 
estimated additive effect from the CVI allele to the midpoint. 


