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MVOSKKKFRGVRQRHWGSWVSEIRHPLLKRRVWLGTFETAEEAARAYDEAAILMSGRNAKTNﬁEVPRSANGEIIVAPAAAA

Nud

0sO6ERF MGQSKKKFRGVRQRHWGSWVSE | RHPLLKRRVWLGTFETAEEAARAYDEAA | LMSGRNAKTNFPVARNATGEL TPAAAVAG
0s02ERF MVQPKKKFRGVRQRHWGSWVSE | RHPLLKRRVWLGTFETAEEAARAYDEAAVLMSGRNAKTNFPVQRNSTGDLATAADQDA
AtWIN1/SHN1 -MVQTKKFRGVRQRHWGSWVAE | RHPLLKRR | WLGTFETAEEAARAYDEAAVLMSGRNAKTNFPLNNNNTGETSEGKTD 1S
AtSHN2 ~MVHSRKFRGVRQRQWGSWVSE | RHPLLKRRVWLGTFETAEAAARAYDQAALLMNGONAKTNFPVVKSEEGSDHVKDVNSP
AtSHN3 —MVHSKKFRGVRQRQWGSWVSE | RHPLL-——VWLGTFDTAETAARAYDQAAVLMNGQSAKTNFPV | KSN——GSNSLE I NSA

L kklolokololok | kokololok L okololoRolok  skolololok ook skololololok T akok T kok ok L kolololokok T
< “mm” »
Nud RD|RGGVGSSSSG———AAGASSLSQ | LSAKLRKCCKTPSPSLTCLRLDTEKSH| GIWQKRAGARADSSWVMTVE'LNKEPA
0sO6ERF RDGRVGGGSGSSSSMTANGGGNSLSQ | LSAKLRKGCKTPSPSLTCLRLDPEKSH 1 GYWQKRAGARADSSWVMTVELNKDTA
0s02ERF RSNGGSRNSSAGN-————————- LSQILSAKLRKCCKAPSPSLTCLRLDPEKSHGVWQKRAGARADSNWVMTVELNKEVE
AtWIN1/SHN1 ASSTMSSSTSSSS—————————— LSSILSAKLRKCCKSPSPSLTCLRLDTASSHIGVWQKRAGSKSDSSWVMTVELGPASS
AtSHN2 LMSPK SLSELLNAKLRKSCKDLTPSLTCLRLDTDSSHIGVWQKRAGSKTSPTWVMRLELGNVVN
AtSHN3 LRSPK SLSELLNAKLRKNCKDQTPYLTCLRLDNDSSHIGVWQKRAGSKTSPNWVKLVELGDKVN
sk, Dk skkkkk ek Dk skkllkkskllkeeeelkk D DD kR Dk,
“om”

Nud AAAPPTPSDSTVSATPS———————- SSTSTSTTGSP———PEAMEDEER | ALOM| EELLSRSSPASPSHGLLHGEEGSLL |
0sO6ERF VSSAATVAAATAVSSSDQPTPSDSTVTTTSTSTTGSPSPPPPAMDDEER | ALOM| EELLGRSGPGSPSHGLLHGGEGSLV |
0s02ERF PTEPAAQPTSTATASQVT MDDEEK | ALOM| EELLSRSSPASPSHGEGEGSFV | —-
AtWIN1/SHN1 SQETTSKASQDAILAPTTEVE | GGS REEVLDEEEKVALQMIEELLNTN

AtSHN2 ESAVDLGLTTMNKQNVEKEEEEEEA | ISDEDQLAMEM I EELLNWS

AtSHN3 ARPGGD | ETNKMKVRNEDVQED DOMAMQMIEELLNWTGPGSGS | AQV————————
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