Table S1. Primer sequences used for cloning each respective 3’UTR into pmiReport

Primer Name Sequence

Bachl F CCAGAGCTTAAATATAATTTGTAAAGC

Bachl R ACATTGAGAAGGCCAGTTCATAA

SlaF GTAACTAGTTGACCTGGCTTGTACACACAC

SlaR GTTAAGCTTTAAATACATGATTTGGCAAAGTGT
AA

Cutll F TCAAGAGCTCGGCAAAATCGCCATAGGC

CutllR AGCTACGCGTCCCTTCCTAACAATCAGATTAAT
AAAAT

CsflrF GTAACTAGTTCCTGCCGCTCTCTACGT

CsfirR GTTAGCTTCTGGCTGTGTTAATGCTGTTAGTT

Jarid2 F GTAACTAGTAGATGCCGAACCCATGGT

Jarid2 R GTTAAGCTTATGAAGAGAAAAAATAGACAAGA
GGA

Cebpb F GTAACTAGTTGCAATCCGGATCAAACG
Cebpb R GTTAAGCTTGGCTTTTAAACATTCTCCAAAAAA

PU1lF GTAACTAGTCCGGCCATAGCATTAACC

PU.1R GTTAAGCTTGGGAGAATAGCTGTCAATAATTTT
ACT

Amntl F GTAACTAGTACACTACATTTGCTTTGGCAAC

Armntl R AGCTACGCGTAGAACAAGGGAAACATTTATTAA
AAAT

Hifla F TCAAGAGCTCCTGAGCGTTTCCTAATCTCATTC

Hifla R AGCTACGCGTCCTGGTCCACAGAAGATGTTT

Picalm F TCAAGAGCTCATGGAAGAGAATGGAATTACTCC
A

Picalm R GTTAAGCTTTGTTTTGTGGAAGCTGCATT



Table S2. MIiR155 seed sequences found in target gene 3’ UTRs and subsequent
mutations introduced to disrupt miR155-mediated repression

miR155 seed Wit Mutant
Bachl 1 AGCATTAAAGGTAAAA
Bachl 2 AGCATTA AGGTAAA

PU.1 AGCATTAAAGGTAAAA
Cutll 1 AGCATTAAAGGTAAAA
Cutll 2 GCATTA GCTAAA

Picalm 1 GCATTAA GGAGTGA
Picalm 2 AGCATTA AGCTAAA

Arntl 1 GCATTAA GCAAATA
Arntl 2 GCATTAA GCTAAAA
Csflr AGCATTAAAGCAAATA
Sla AGCATTA AGCAAAT
Arntl 1 GCATTAA GCAAATA
Jarid2 1 AGCATTAAACGTAATA
Jarid2 2 AGCATTAAAGCAAATA
Hifla AGCATTA AGCAAAT

Mutated nucleotides are in bold.



Table S3. Primer sequences used for quantitative PCR

Primer Name Sequence

Bachl F
Bachl R
SlaF
SlaR
Cutll F
CutllR
Csflr F
CsfirR
Jarid2 F
Jarid2 R
Cebpb F
Cebpb R
PU1F
PU.1R
Arntl F
Arntl R
Hifla F
HiflaR
Picalm F
Picaim R

TGAGTGAGAGTGCGGTATTTGC
GTCAGTCTGGCCTACGATTCT
ATGGGGAATAGCATGAAATCCAC
GGAGATGGGTAGTCAGTCAGC
CGCAGAGAACTGTTCATTGAGG
GAGCTGAAGGTGAGTCGCT
TGTCATCGAGCCTAGTGGC
CGGGAGATTCAGGGTCCAAG
GAAGGCGGTAAATGGGCTTCT
TCGTTGCTAGTAGAGGACACTT
GACAAGCACAGCGACGAGTA
AGCTGCTCCACCTTCTTCTG
ATGTTACAGGCGTGCAAAATGG
TGATCGCTATGGCTTTCTCCA
ACCACAGGAACTTCTAGGTACAT
GGACATTGGCTAAAACAACAGTG
ACCTTCATCGGAAACTCCAAAG
ACTGTTAGGCTCAGGTGAACT
GTCTGTCCACGCCATGTCG
TAGCAGAGAAAGGATCTCCCC



