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Putative substrate recognition sites (SRSs) 1 to 6.

P/G-rich
Tribolium Spo-CYP307A1 1 1fc LoV L IVWE SREKESES A NGH
Daphnia Spo-CYP307 A1 1 DS)RE! ESEAD RSHLAKSSAAKASARARTAVEVV TPAAATSAGT SAGVVAKDPISED
Drosophila Spo-CYP307A1 1 T THLANLLS TSYICIIYG——————~— VEREVLQPVKTKNSTE INHNAYQEMTQRA
Drosophila Spok-CYP307A2 1 TSHE F ITEILISYVFLLLE——————— CEQERAFVVIGLLYQEKE-—— - YQCEHDOA

124
160
154
150

repfiHo@oELe--—-

SDL WS LT
[ EHWNREMGEOLYE-—-

QLEDO@TE-TSs -

SRS2/3

200
240
231
226

280
319
311
306 §

343
399
375
370

EP-———-SKEQSP
ENNFTNNEESGL

K

445 KCDDNERTEF IRKNDNDES TKSEKYGKONLNNELLEKS TEQIY NS

459 Bvevor-co ! 4
515 DV 1200

514 BT =Dc LT PR/l
529



PI/G-rich

Apis Phm-CYP306A1 1l —— T LDHY

Drosophila Phm-CYP306A1 1 MSADIVDIG--HTGWHESVQS J
Tribolium Phm-CYP306A1 1 ———---------—————— CAnes - ————
Daphnia Phm-CYP306A1 1 MEEGVLEEEEARSVGIWAWLS

SRS2/3
T T YT LT T T
218 NFLEWLRE LE[eyeeR ok E R EHRARJDE ——————— e GHCCEH
239 QLEELE N T8 LLECEEN D CGQRMKEKQKVE KE LQEQKRLORQLEKEQLRQSKEADPSQE
214 GRREIR TH®|T 7 1SN0 T T F5X8) DT - TV SNV
237 & n E g R RO EIRE OR O LM S ANQG - —— — =~ —— == —— = ——— - PDYTEVY

SRS4  Helix-l
270 DSlPAFBEQMEEED

319 ©
266 KRKNEDS-———
293 E ORRQSAGTP

335 EMBLCEREGEQP-——-—
398 —-BLLEFLGPEP————
327
356

411
472
397
436




Daphnia Dib-CYP302A1
Tribolium Dib-CYP302A1
Apis Dib-CYP302A1
Drosophila Dib-CYP302A1

PI/G-rich
—

1 MFSKQIPWTMELPSRLOGGEOKCVD) QVYYFNQTTCIﬁNCPHQFPzEESTK———E

1 - U 75—~ ——————— SVHYLLTTRTRNYRYRGRF LWTAVD -~ —P
1 ————————- BT~ ——————— CMQSIRKKLF IEFWSNEF TKEKIK INHS O
1 ———m - T TR~~~ —————— LIFTSCTSROCTE Qe

76 ) T 4
&0 ]

63 YES {
44 IO EODIGIE

Helix-C

155
139
143
122

QIATST KTSE
TREFFRIHIRETS
——LCNNER———
——-FLOESENGEAT

234
219
218
200

314
296
293
273

393
375
372
353

466
448
452
423



Apis Sad-CYP315A1 1 -MNLAQNILESGKSVSIESS LKYNHPGCGYAGASQTSRIDDLSDIS DGGNRSKIEITEKLRDENYGTVAVATSE

Tribolium Sad-CYP315A1 1 —————————————— R, e - - - LVSANTY

Drosophila Sad-CYP315A1 1 MTEKRERPGPLEWLEHMLDOQ Lofls————————— o - LFERR————————— CDPPPLQRFPATELPPAVA

Daphnia Sad-CYP315A1 I MASY LRHPMR RIS IIE Fm = = = = = = = e e e e e e e RCYTAKS
P/G-rich

[ ]
SIHEH e Gtk KE\F]
DEDET i 5
SANL WHT Gesqr e iz

ADPALYE Qo ReT ClER P

159 (A% B PDPTNLUIAPCOERA T EMKREJCOEOTKT -~ NNT TSN -——————-
104 [\ 1| 1 DF R - WE GACECHSD

- - —DSLMGE - - SDYCEN-——————

134 |G : AR AR TN N - WUDVHTESCT DOEKERTAE -~ AAATPLAESGE TR

104 ; ] DEQEEIT ENGTT TH-—— ————————
SRS2/3

230 e WY SYKH-QWSREDFE T LAE T EEEE 7]
171 Yl SRl GSYSOLCGENE PEVOK LAQW TIEIT G0
211 ] UFIgIlS — -V L TCPEMOS SLDYF TORVEFAGE

173 HF KN ERIR UK — — —— ——————————— ——— TCWAST G

303

245

289

229 LoENIOLENOWTOTCIHE KL PPQDDNNEDECIRYS SWROO
Helix-K
—

375

318

368
309

449
382

L
BT oRGT YQGRVHEL @ r Al E K S
SNADIE DE —— FY S SEMEL ‘ 17 i1 eha) N T LT TR L T E
SN TGE T —— —ECRES) ‘ ] &) CARQEELSC
389 > DPE ‘ N8 T LY R PRI TF QRS- —

436

529 ERvEghT-
160 WEFERL--
513
457




P/G-rich

I
Apis Shd-CYP314A1 1 ———— - SSAWFEHV TTLIF--{{TSHREA! TATSHEASARRAEGKFR T sKIEGaT S ME T FEl

Tribolium Shd-CYP314A1 1 ——————-——— FQSLDJYTSLLIMATFIGL--FLEYRPP RINNDCKEG-————————-
Drosophila Shd-CYP314A1 1 —--MAVILLL LGCYC RHKEADTMLR L ENTLLE D@y HAE LTQPERAIRKRRR R
Daphnia Shd-CYP314A1 1 MGVLEKLQRFT THTQ SEYFILWSEETF

Bs-c18Y

- -[FgeHsE
iy

b5 - S rpEED)

Helix-C

PEAEDR. LNDGDV LPAR)g——————

147
137
157
153

i ST R LIN

E PETET SEESF I
= PR ALY
Q TALGDHT)S

(1 1 8 1 |
R 3 ‘ ) ETTHOE
- . \ o CLEP SANEST
CHEREEL CEDDE
SHNDENWE IQSE——

225
2le LEGA-ETET
237
231

302 - ) : i T Y -ALAPAGCDET IDNERE
289 - ; ) T
317 BAGLRS 'IRDK ) : LoBlE C-EYRDTN- -fiLoDalTN
306 ————— Al ; . YL DRV LY S SHY THT POLMLE
“PERF”
378
345
394

382

452
423
474
457




