SNP

TNFRSF5 -1 C>T

TNFRSF5 14913 C>T

TNFRSF5 -4982 G>T

TNFRSF5 1116 C>T

TNFSF5 3005 G>A

TNFSF5 6809 G>A

TNFSF5 -6824 C>T

TNFSF5 147 T>C

TNFSF5 10776 T>C

F=forward
R=reverse

rs#

1883832

1883838

1009373

1535045

715762

3092933

975379

1126535

3092923

Probe/
Primer

QTP QOQR M AOQOFTmQPPATAHAQORTOmPPQERTPORTO>PQAT > Q XM

5'-3" Sequence

CCTGCCGCCTGGTCTC
ACGCACTGCAGAGGCA

VIC- ACGAACCATGGCGAGGT
6FAM- ACGAACCATAGCGAGGT

CGAGAGTTAGAGCTGGAATTTGGA
TGCCTACTTTCCTACTCACTGAATGA
VIC- CTTTTGAGTCAACCTAGTTAG
6FAM- TTGAGTCAACCTAATTAG
CCACAGCCAAAGCCAACAG
GAGTTCTGCCTCCTTTAGTAAACCT
VIC- TCTGGCTCCCTAAAAT

6FAM- CTGGCTCACTAAAAT
AGCAATGGCTCTTAGGGAACAG
CTCTTTCTCCACTCCTACCACAAG
VIC- AGCTCCGCCCTCC

6FAM- CAGCTCCACCCTCC
GCCTATGTCCCTTTCAGAACACT
GCCTCCTAGAAATGACCCCTAAGT
VIC- CTTGGGCCTCGGCTC

6FAM- CTTGGGCTTCGGCTC
CACCTCATAAGGCAGCCTGATC
GGAGGAAAGACTTCTCTGGAGTAGT
VIC- CGTCTTTGAATGACTCTAAT
6FAM-TCTTTGAATGGCTCTAAT
CCAAGAGCCCACTTATGACTAGAAA
CTCCCCACCCCAAACACA

VIC- CAGGAGAGTCATGCTT

6FAM- CAGGAGAATCATGCTT

CCAGATGATTGGGTCAGCACTTTT

GACCCCAAATTTAGTTAATAAAGGCTTGT
VIC- CTTGTCCAGCCTTCT

6FAM- CTTGTCCAACCTTCT
CTCTGCTTCACCTCACCACAAA
GTAGTATCCTTTTTCAGCCCACTGT

VIC- TTACAAAGAGAGGGAAAG

6FAM- TTACAAAGAAAGGGAAAG

Chromosome

20

20

20

20

Location

5'UTR

Downstream

Upstream

Intron 1

Intron 2

Intron 3

Intergenic

Exon 1, coding
region

Intron 4



SNP rs#
TNFRSF5-1 C>T 1883832
TNFSF5 3005 G>A 715762
TNFSF5 6809 G>A 3092933
F=forward

R=reverse

S=sequencing

Probe/
Primer

™MWV E T VB R

5'-3" Sequence

AGCCCCAGAGGACGCACT
CCCCCCCGATAGGTGGAC

AGGCAGACGAACC

AATGTGGAGTGCTGCCTCCTAG
TCCTGAGGCAGAACATCAAGAGT
TGACCCCTAAGTGAGC
ACCGTCCAGCCTCTGATCAA
GCTGCTGGGTAGGAGAGCAATTAT
TGATCCGTCTTTGAATG
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