Controls Cases n (%)

N (n%) Total NHL ~ OR (CI) DLBCL OR (CI) FL OR (CI)
Total N=683 (100) N=307 (100) N=98 (32) N=111 (36)
TNFRSF5 — 1C>T (rs1883832)
-1CC 382 (56) 154 (50) 1.0 48 (49) 1.0 55 (50) 1.0
~1CT 245 (36) 127 (41)  13(1.0-1.8) 44 (45) 1.5 (.94-2.3) 44 (40) 1.3 (.85-2.0)
~-1TT 56 (8) 26 (8) 1.2 (.74-2.1) 6 (6) 0.92 (.38-2.3) 12 (11) 1.6 (.80-3.2)
CT/TT 301 (44) 153(50)  13(1.0-1.7)  50(51) 1.4 (.89-2.1) 56 (50) 1.4 (91-2.0)
p for trend® 0.16 0.74 0.26
TNFRSF5 14913 C>T (rs1883838)
14913 CC 259 (38) 91 (30) 1.0 31(32) 1.0 28 (25) 1.0
14913 CT 298 (44) 164 (54)  1.7(1.2-23)  51(53) 1.5 (.92-2.4) 69 (63) 2.3 (1.4-3.8)
14913 TT 125 (18) 49 (16)  1.1(76-1.7)  15(15) 1.0 (.52-1.9) 13 (12) 1.0 (.51-2.0)
CT/TT 423 (62) 213(70)  1.5(1.1-2.0) 66 (68) 1.3 (.84-2.1) 82 (75) 1.9 (1.2-3.1)
p for trend® 0.10 0.36 0.11
TNFRSF5 -4983G>T (rs1009373)
—4983 GG 393 (58) 185 (60) 1.0 56 (58) 1.0 68 (61) 1.0
—4983 GT 238 (35) 107 35)  0.97(.72-13) 36 (37) 1.1 (.68-1.7) 38(34)  0.91(.59-1.4)
—4983 TT 51(7) 13(4)  0.54(.28-1.0) 5(5) 0.70 (.26-1.8) 5(5) 0.54 (21-1.4)
GT/TT 289 (42) 121 (40)  0.89 (.67-1.2) 41 (42) 1.0 (.65-1.5) 43 (39)  0.84(.56-1.3)
p for trend® 0.28 0.80 0.28
TNFRSF5 1116 C>T (rs1535045)
1116 CC 390 (57) 180 (59) 1.0 52(53) 1.0 66 (59) 1.0
1116 CT 239 (35) 112(37)  1.0(76-1.4) 41 (42) 1.3 (.82-2.0) 41 (37) 1.0 (.65-1.5)
1116 TT 53 (8) 14(5)  0.57(31-1.1) 5(5) 0.72 (.27-1.9) 4 (4) 0.43 (.15-1.2)
CT/TT 292 (43) 126 (41) 094 (.71-1.2) 46 (47) 1.2 (.77-1.8) 45 (41)  0.89(.59-1.3)
p for trend® 0.18 0.68 0.31

?0dds ratios (OR) and 95% confidence intervals (CI) were estimated using unconditional logistic regression

adjusted for age and sex.

"Linear trend estimated from age and sex-adjusted logistic models where genotype was analyzed as an
ordinal variable based on the number of variant alleles (0, 1, 2).

NHL: non-Hodgkin lymphoma, DLBCL: diffuse large B-cell lymphoma, FL: follicular lymphoma



