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SI Fig. 7 . Quantification of CgSymRK mRNA levels in 5 
independent CgSymRK RNAi plants determined by real-
time qPCR. CgUbi was used as reference. The average of 
two independent non-transgenic control roots and three 
transgenic control roots is shown. Expression levels are 
presented relative to transgenic control roots. All error bars 
indicate standard errors of the mean of 3 technical replicates 
on different samples. NT, non-transgenic control roots; TC, 
transgenic control roots. RNAi, CgSymRK RNAi plants.
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