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AVR1b           1   MRLSFVLSL-----VVAIGYVVTCNATEYSDETNIAMVESPDLVRRSLRNGDIAGGRFLRAHEEDDA-GE-RTFSVTDLWNKVAAKKLAKAMLADPSKEQKAYEKWAKKGYSLDKIKNWLA  114 
                    MRLSF L L     ++A G  ++ NA   SD T + M  S  +  +SL  G   G RFLR+H+  D  GE R   +T+         + + ML+  + +++ ++ W     S   I+++L 
PrAvh_2         1   MRLSFALLLAAVATLIASGDALSANAK--SDLTTLTMTSSKKI--QSLAAGQSDGKRFLRSHKNIDFDGEERGVITN---------PIRRDMLSSSAYKKEVFDNWLLHNKSSATIRDYLN  108 
 
PrAvh_2         1   MRLSFALLLAAVATLIASGDALSANAKSDLTTLTMTSSKKIQSLAAGQSD--GKRFLRSHKNIDFDGEERGVITNPIR-RDMLSSSAYKKEVFDNWLLHNKSSATIRDYLNLNGKR----   113 
                    MR+ +A+LL A A  +AS DA S           + + +  +SLAA Q D   +RFLR    I   GEERG+ T   + + + +SS   ++  + W+ +NKS A +   L L+  R      
PsAvh_157       1   MRVQYAVLLIA-AVFLASVDAAS-----------VATPRLDRSLAAAQRDVTARRFLR----IQEGGEERGIATTVEKAKSLFTSSKISQKTLERWVKNNKSPAKVLTRLQLDDARLMLF   104 
 
PsAvh_157       1   MRVQYAVLLIAAVFLASVDAAS-------VATPRLD--RSLAAAQRDVTARRFLR------IQEGGEERGIATTVEKAKSLFTSSKISQKTLERWVKNNKSPAKV                   90           
                    MR+    LL+A +F+AS +A S       +  P  D  RSLAAA  D+T +  LR        E  EERG+++   K  +LF   K      + WVK  KS A++    
PsAvh_181       1   MRLADLALLVATLFIASCNALSSSEQQQRIVPPGADIPRSLAAASEDITVKSSLRYGDALAADENDEERGLSSLKAKIGALFNKLK-----YKYWVKRGKSEAEI                  100  
 
PsAvh_181       9   LVATLFIASCNALSSSEQQQRI------VPPGADIPRSLAAASEDITVKSSLRYGDALAADENDEERGLSSLKAKIGALFNKLKYKYWVKRGKSEAE--IYNIWVKQGKTDKQIYNLLAQ   120   
                    ++  +F AS +A S++   + I      +P  + +P S  A  +DI  K  LR G+  A D NDEER      A IGAL      +   KR K+EA    +   VK+G T   ++     
PrAvh_88        1   MLMVIFHASVDAASAATNSKHIRTTKVAIPGVSALPSSFTADQKDIPSKKFLR-GNDNADDSNDEER------APIGALLGGAA-QMMSKRAKAEASSMSFEALVKKGVTPDDLFAKYGY   112   
                     
PrAvh_88        3   MVIFHASVDAASAATNSKHIRTTKVAIPGVSALPSSFTADQKDIPSKKFLRGNDNAD-----------DSNDEERAPIGALLGGAAQMMSK------RAKAEASSMSFEALVKKGVTPDD   105 
                    +VI+ ++ +AASA T+S+  + +++    + AL +   A + D+ +K+FLRG+   D           D+  EER  I         +++K      + K +A   +F+ ++K G  P   
PrAvh_5        12   LVIYISTTNAASAVTDSEDTKLSQLTSEDIEAL-THLLAVESDVDAKRFLRGDTETDLTTAGSDTDALDAEAEERG-I--VPSSVTNLINKVKNGWSKFKTKALEKAFKHMMKNGEDPTK   126 
 
PrAvh_5         1   MRLLLWVLLATLVIYISTTNAASAVTDSEDTKLSQLTSEDIEALTHLLAVESDVD-AKRFLRGDTETDLTTAGSDTDALDAEAEERGIVPSSVTNLINKVKNGWSKFKTKALEKAFKHMM   119 
                    MRLLLWVLL TLV +IS+ +A + VTDS+D  +SQLT  +I+ L+ LL  E+D D  K FLRGD   DLTTAG  T     E EERG+      +LI+ +KNGW+K+K+ ALEKAF+HMM 
PsAvh_189       1   MRLLLWVLLVTLVTFISSASATATVTDSKDITVSQLTDSEIDELSRLLTAETDDDNTKPFLRGDAKKDLTTAGDKT-----EDEERGLF-----SLISSIKNGWAKWKSNALEKAFQHMM   110 
                    
PsAvh_189       1   MRLLLWVLLVTLVTFISSASATATVTDSKDITVSQLTDSEI--DELSRLLTAETDDDNTKPFLRGDAKKDLT--TAGDKTEDEERGLFSLISSIKNGWA--------------------K   96 
                    MRLLLWVLL T++T +SSA          D+  S+ T + I  D   R LTAET + N K  LRGD  +        D  +DEERG+  +++ +K                        K 
PsAvh_186       1   MRLLLWVLLATVITILSSA----------DVASSKATPATINSDLPVRELTAET-NTNGKRHLRGDEMRSAMDFEDDDDYDDEERGISDVVNRMKASLTGSVATRMKVTLGKMHSTANKK   109 
 
PsAvh_186       3   LLLWVLLATVITILSSADVASSKATPATINSDLPVRELTAETNTNGKRHLRGDEMRSAMDFEDDDDYDDEER--GISDVVNRMKASLTGSVATRMKVTLGKMHSTANKKMQKFMIERLFR   120 
                    LLL VLL  V+ + ++  V+S+  T     S   +R L+ E N + KR LRGD      +   + +  DEER   IS     +K  L G         LG    T +K + ++  ++LF 
IPIO1           4   LLLTVLLNLVVLLATTGAVSSNLNTAVNYASTSKIRFLSTEYNADEKRSLRGDYNN---EVTKEPNTSDEERAFSISKSAEYVKMVLYG-------FKLGFSPRTQSKTVLRYE-DKLFT   112 
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