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-308
TGCTGGTGGG|GTAGGGATGA

-342

-417

GGGCCCCAGG|GTGTGCAGCC

CCAGGGCCAA|GTCGATAAGA

-434
ACCTTCGCAA|GCAAGATCCA

-278
GTTTAAACGC|GTATTAGTTT

-343
ACCTTCGCAA|GCAAGATCCA

-187
GAATGATGTG|GTAATGTCGA

eIF4G
5’ UTRGLuc GFP

XIAP
5’ UTRGLuc GFP
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-187 -33
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3’ splice site

3’ splice site

ATATAATGTTCTCTTTTTAG|AA
-33

TTATAGCTTTCTTTCCCCAG|AT
-52


