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Fig. S1. Stereoview of the pathway from the protein surface to the active center. The pathway was by VOIDOO (1) using a probe radius of 1.4 Å. The entrance
is surrounded by specific residues: V93-E95 in the K90-L97 loop structure, Y109-P112 (including the mutation point, G110) in the F108-P118 loop structure, and
F208-N212 in the F208-R217 loop structure.
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