>Macaque WASH
MTPVRTQHSLAGQTYAVPLIQPDLRREEAVQQMADALQHLQKVSGDIFSR
ISQRVEQSRNQVQAIGEKVSLAQAKIEKIKGSKKAIKVFSSAKYPAPE
RLQEYGSIFTGAQDPGPQRRPRHRIQSKHRPLDERALQ
EKLKYFPVCVSAKLEPEDDAEEGLGGLPSNISSVSSLLLF
NTTENLYKKYVFLDPLAGAVTKTHVMLGAETEEKLFD
APLSTISKREQLEQQVPENYFYVPDLGQVPEIDVPSYLPDLPGIAN
DLMYSADLGPGIAPSAPGTIPELPTFHTEVAEPLKSDLQDGVLT
APPPPPPPPPPPPAPEVLASAPPLPPSTA
APVGQGGRQDNSSSASPSSVQGAPKEVVDPSGGRATLLEST
RQAGGIGKAKLRSVKERKLEKKKQKEQEQVRA
TSQGGDLMSDLFNKLVMRRKGISGKGPGAGEGPGGAFARVSD
SIPPLPPPQQPQAEEDEDDWES

>0possum WASH
MTQSLYLEGQAYSVPLIQPDLRREEAIQQVADALQYLQKVSGDIFSR
ISQRVETSRSQLQVIGERVSLAQAKIEKIKGSKKATIKVFSSAKYPAPD
RLQEYNSIFTGAQDPGFQRRIRHKVQSKHRPLDERALQ
EKLKYFPVCVSTRPQPEDEAEEGLGGLPSNINSLSSLLLF
NTTENLYKKYVFLDPLAGAVTKTHVTLGTETEKLFD
APLSISKREQLEQQVAENYFYVPDLGQVPEIDVPSYLPDLPGIAD
DLMYSADLGPGIAPSAPGTIPELPTFNTELAEPFKPELDDDVLV
APPPPPPPPPPPPPAPEVSVSAPPPPPLPQ
LTSAQPASVDSSSVSPSVHVPPKEVVDPSSGRATLLESI
RQAGGIGKAKLRSVKERKLEKKKQKEQEQVRA
TSQGGDLMSDLFNKLVMRRKGISGKGPGANTGEGPGGAFARMSD
SIPPLPMLQQPPGEEDEDEWES

>Fugu WASH
MTHKHYLEGQVYSVPLIQPDLRREEAVHQIADALLYLETISTDIFRR
QVSDSVEKNRHQLQRIGDRIRLAQARVDKIKGSKKATKVFSSAKYPAPD
RLQDYSSIFTEATDPSSHIRPRHRIRNKHRPFDEKALQ
DKLVYYPVCVSRKKKSEDETEEGLGSLPRNISSVSSLLLF
NTTENLYKKYVFLDPLAGAVTKTHTTLETEKEEKPFD
APLSTAKREQLERQTAESYFYVPDLGQVPEIDVPTYLPDLPGIAD
DLSYNADLGPGFAPSGPTHNIPELPSFTEESSLPGSQLQ
PNVPPPPPPPPPPEPVATAATAGALPPPPP
PPPPPPPPPVEVAQAPSSGPVSGAPTEVVQPSDGRASLLESI
RNAGVIGKAKLRNMKERKMEKKKQKEQEQAVGV
ASSGGDFMSDLFNKLAMRRKGISGKGPAGSEASDAPASTGGAFARMSD
VIPPLPAPHSTTDDDDWEA

>Anopheles WASH
MHTYSVPIVKHDIRHEETILDAINAFEYLNQVVEDVFGK
INARTERNRARLEAIDGRVEQVSASVRKLHETKQAIIIYSPSRYPAAD



VDPTIEPTFTPTNGIALAECHFRLRDKPYLPSHSLQ
EKIQFYHVKSPRESERIFPFESAPARSGSGSLQGRGLGPFLDTLLLF
SEPAYVQQYRGQDWKRPVRKSSSHAVGGIREEKVLS
SSSPIIRSRMKKKSQDIFYTPSLNDAPKLDVPIDLPDLPGIVS
NINYVGNSTLIAPSLQLAGIIEQLPSLEDLTSAIDVADHHSK
EKKVGETPPPPPPPPPPPPPP
QPVVETATAPATSKPEAPKQKEPLPAPAGNAHFNLMEAT
RRAGGAEKANLRHSDRREGGGGRDGAAS
SGEPKSLIDDLHNKLQMRRKGISGTREPQEPQGNVIDRLSA
LIPPPAPKLAADASASESNEEDWE

>D.yakuba WASH
MEESPYLHSPYQVAIIATDLHHEDTIIQAAQSLDCLHKTINSIFER
IDARLARNGSKVEDINNRVKRAQAKIDALVGSKRAIQIFAPARFPASD
VLAPLPATFPQVAANPLMEQQVDQQPQRPYSSHSPAEQQQDD
ADIFFHVRDDREQESPLVAERKVTNRTAGLGSLPVGGVRSVPSLMRF
NTNEFAYGEDLNAWKRSLPPQNARRVASQSARLTAEKQLAP
APHSLAHGTTKLATPAGDLRYNPAAMAAPATIDVPLDLPDLPGIAN
DLQYEPVEEKTPIAPSQQFGDLPELPDLGLEEQEITVQAIAARTHIP
GPARKKSLGQCPSPVMAAPPPPPPPPPPPPPPPPA
QTMGIPSPPPFPTKGAVKPLSPSISTPLNMPPPPPATEDPRSELMAAI
RNAGGVHGGRLRSPAAAPLDVVDNTRSKAG
AAATGDLMADLHNKLMLRRKGISGSQNPGEATAGNPLMQQLSR
VIPPPVQPRKGSQSSDEAHSEDDEDGWN

>D.simulans WASH
MEESPYLHSPYQVAIIATDLHHEDTIIQAAQSLDCLHKTINSIFER
IDARLARNGSKVEDINNRVKRAQAKIDALVGSKRAIQIFAPARFPASD
VLAPLPATFPQVAANPLMEQPVEQKPQGSYSSHSPAEHKPDD
ADIFFHVRGDREQESPLVAERKITNRTAGLGSLPAGGVRSVPSLMRF
NTNEFAYGEDLNAWKRSLPPQSARRVASQSTQLTVDKQLAP
APHSLAHGTTKLATPAGDLRYNPAALAAPAIDVPLDLPDLPGIAN
DLQYEPVEEQTPIAPSQQFGDLPELPDLGLEEQVITVQAIAAQTHIP
GPLRRKSVGQCPSPVTAAPPPPPPPPPPPPPPPA
QTNAIPSPPPFPTKGAVKPLSPSLATPLNMPQPPPATEDPRSELMAAI
RNAGGVHGGRLRSPAAAPLDVVDNSRSKAG
GAATGDLMADLHNKLMLRRKGISGSQNPAEATAGNPLMQQLSR
VIPPPVQPRKGSQSSGEEHSEDDEDGWN

>CfNWASP
MSSGQQQPPPPRRVTNVGSLLLTPQENESLFTFLGKKCV
TMSSAVVQLYAADRNCMWSKKCSGVACLVKDNPQRSYFLRIFDIKDG
KLLWEQELYNNFVYNSPRGYFHTFAGDTCQVALNFANEEEAK
KFRKAVTDLLGRRQRKSEKRRDPPNGPNLP
MATVDIKNPEITTNRFYGPQVNNISHTKEKKKG
KAKKKRLTKADIGTPSNFQHIGHVGWDPNTGFDLNNLDPEL



KNLFDLCGISEAQLKDRETSKVIYDFIEKTGGVEAVKNELRRQA
PPPPPPSRGGPPPPPPPPHSSGPPPPPARGRGAPP
PPPSRAPTAAPPPPPPSRPGVGVPPPPPNRMYPPPPPALPSSA
PSGPPPPPPPLSLAGSAAPPPPPPPPPPPGPPPPPG
LPSDGDHQVPTPAGSKAAL LDQIREGAQLKKVEQNSRPVSCSG
RDALLDQIRQGIQLKSVSDGQESTPPTPAPTSGIVGALMEVMQKR
SKATHSSDEDEDEDDEEDFEDDDEWED

>XtSCAR2
MPLVARCIEPRFLCRQKLPPVRSELECMTNLTLSNVIRQLGSLSR
YAEDIFGELFSEASMFAHRVGSLGERVERLQVKVTQLDPKEEEVSLQGIN
TRKAFRSNTSQDQQLFIRDSLSLPVRETYSTCDMPPPLNILSPYREDE
KEALKFYTDPSYFFDLWKEKMLQDTKDIIKEKRKHRREKKDNPN
RGNVNPRKIRTRKEEWEKMKMGL EFVEAKDKMQNAGKF
FLLIGCSRLLLLGKVCTFYYTTRYMF
KHCFTKKNNFKCFFDSFSGQPSLHRSS
LVSPAYPPPAPPIGSPIGSRPSFSPPPAPPPPPPDG
SVPDAPYLPPPSPPPVFPSLPG
FPAPAPPPPPPAPTHLDYPAASPHSPTQAPSGG
PPPPPPPPPPPPGPPPPPAFSHSEGES
PSQISKPKTSLPPVSDPRSDLLSAIRE
GFQLRKVEEKMEHEKRDVGGNDVATILSRRIAVEYSDSEDDSSEF
DEDDWSD

>XtSCAR3
MPLVKRNIEPRHLCRGTVPDGVTSELECVTNSTLAAIIKQLGSLSR
HAEDIFGELFNEANSFYMRMNSLQERVDLLVIKVTQLDSTVEEVSLQDIN
MRKAFKSSTVQNQQVVSRNS IPNPVMEMYQRGDKPPPLNILTPYRDDK
KDGLRFYTDPSYFFNLWKEKMLQATEDKRKEKRRQKEQRLVEDPT
REVKKVRKARNRRLEWNMMAYDKELRPDNRFSPSPYHVASS
EGSLSPDNRQVPHIMYLDHSYPASPNHPG
QQIMAPAALLTSENKDIILMATQAQEHGYRSSAPGSRQNS
LNRAQQAHAPQQPEAIPNGPRPQVMKDYGGQ
QVPMTEYFVPPAPPPPPPVIPSAQTA
FDSPISAPTPVAPNIAALSSYIPAPPPAPPCPYSGSPPQT
GPVGPPVAPPPPPPGPPIITASPAHSAS
PPTLTVEPRKPQIPIIPMSDARSDLLAAIRR
GIQLRKVQEQREQEAKKEPVGNDVATILSRRIAVEYSESDDDSEL
EENEWSD

>0M10494.fs9-12.1

gagcagagccggagccaggtgcaggccattggagagaaggtctccttggcccaggccaag
attgagaagatcaagggcagcaagaaggccatcaaggtgttctccagtgccaagtaccct
gctccagagcgcctgcaggaatatggctccatcttcaccggecgecccaggaccctggectg
cagagacgcccccgccacaggatccagagcaagcaccgccccctggacgagcgggecctg
caggagaagctgaaggactttcctgtgtgcgtgagcaccaagccggagcccgaggacgat



gcagaagagggacttgggggtcttcccagcaacatcagctctgtcagctccttgetgcetc
ttcaacaccaccgagaacctgtacaagaagtatgtcttcctggaccccctggetggtgcet
gtaacaaagacccatgtgatgctgggggcagagacagaggagaagctgtttgatgccccc
ttgtccatcagcaagagagagcagctggaacagcaggtcccagagaactacttctatgtg
ccagacctgggccaggtgcctgagattgatgttccatcctacctgecctgacctgtccggce
attgccaatgacctcatgtacattgccgacctgggccccggecattgeccccctctgeccct
ggcaccattccagaactgcccaccttccacactgaggtagccgagcctctcaaggtagac
ctacaagatggggtactaaca--------- ccacccccaccgeccccaccaccacccccea
gctcctgaggtgctggccagtgcacccccactcccaccctcaaccgeggeccctgtaggce
caaggcgccaggcaggacgacagcagcagcagcgcegtctccttcagtccagggagetccc
agggaagtggtcgacccctccggtggctgggectctctgectagagtccatccgeccaagcet
gggggcatcggcaaggccaagctgcgcagcatgaaggagcgaaaggtggagaagaagaag
cagaaggagcaggagcaagtgagagccacgagccaaggtgggcacttgatgtcggatctc
ttcaacaagctggtcatgaggcgcaagggcatctctgggaaaagacctggggctggtgag
gggcccggaggagcctttgcccgtgtgtcagactccatccctecctctgeccgecaccgeag
cagccacaggcagaggaggacgaggacgac

>GM10540.fs9-12.1
gagcagagccggagccaggtgctggccattggagagaaggtctccttggcccaggccaag
attgagaagatcaagggcagcaagaaggccatcaaggtgttctccagtgccaagtaccct
gctccagagcgcctgcaggaatatggctccatcttcaccggecgcccaggaccctggectg
cagagacgcccccgccacaggatccagagcaagcaccgccccctggacgagcgggecctg
caggagaagctgaaggactttcctgtgtgcgtgagcaccaagccggagcccgaggacgat
gcagaagagggacttgggggtcttcccagcaacatcagctctgtcagctccttgetgcetc
ttcaacaccaccgagaacctgtacaagaagtatgtcttcctggaccccctggectggtgcet
gtaacaaagacccatgtgatgctgggggcagagacagaggagaagctgtttgatgccccc
ttgtccatcagcaagagagagcagctggaacagcaggtcccagagaactacttctatgtg
ccagacctgggccaggtgcctgagattgatgttccatcctacctgecctgacctgtccggc
attgccaatgacctcatgtacattgccgacctgggccccggcattgeccccctctgeccct
ggcaccattccagaactgcccaccttccacactgaggtagccgagcctctcaaggtagac
ctacaagatggggtactaaca--------- ccacccccaccgceccccaccaccaccccca
gctcctgaggtgctggccagtgcatccccactcccaccctcaaccgeggceccctgtaggce
caaggcgccaggcaggacgacagcagcaccagcgcgtctccttcagtccagggagetccc
agggaagtggtcgacccctccggtggctgggcctctctgctagagtccatccgeccaagcet
gggggcatcggcaaggccaagctgcgcagcatgaaggagcgaaaggtggagaagaagaag
cagaaggagcaggagcaagtgagagccacgagccaaggtgggcacttgatgtcggatctc
ttcaacaagctggtcatgaggcgcaagggcatctctgggaaaagacctggggctggtgag
gggcccggaggagcctttgcccgegtgtcagactccatccctcctgtgeccgecaccgeag
cagccacaggcagaggaggacgaggacgac

>GMQ7791.fs9-12.1

gagcagagccggagccaggtgcaggccattggagagaaggtctccttggcccaggccaag
attgagaagatcaagggcagcaagaaggccatcaaggtgttctccagtgccaagtaccct
gctccagagcgcctgcaggaatatggctccatcttcaccggecgecccaggaccctggectg
cagagacgcccccgccacaggatccagagcaagcaccgccccctggacgagcgggecctg
caggagaagctgaaggactttcctgtgtgcgtgagcaccaagccggagcccgaggacgat



gcagaagaggggcttgggggtcttcccagcaacatcagctctgtcagctccttgetgcetc
ttcaacaccaccgagaacctgtacaagaagtatgtcttcctggaccccctggetggtgcet
gtaacaaagacccatgtgatgctgggggcagagacagaggagaagctgtttgatgccccc
ttgtccatcagcaagagagagcagctggaacagcaggtcccagagaactacttctatgtg
ccagacctgggccaggtgcctgagattgatgttccatcttacctgecctgacctgtccggce
attgccaatgacctcatgtgcattgccgacctgggccccggecattgeccccctctgeccect
ggcaccattccagaactgcccaccttccacactgaggtagccgagcctctcaaggtagac
ctacaagatggggtactaaca--------- gcaccaccaccgcccccaccaccaccccca
gctcctgaggtgctggccagtgcatccccactcccaccctcaaccgeggeccctgtaggce
caaggcgccaggcaggacgacagcagcagcagcgcegtctccttcagtccagggagetccc
agggaagtggtcgacccctccggtggctgggccactctgctagagtccatccgeccaagcet
gggggcatcggcaaggccaagctgcgcagcatgaaggagcgaaaggtggagaagaagaag
cagaaggagcaggagcaagtgagagccacgagccaaggtgggcacttgatgtcggatctc
ttcaacaagctggtcatgaggcgcaagggcatctctgggaaaagacctggggctggtgag
gggcccggaggagcctttgcccgegtgtcagactccatccctcctctgeccgecaccgeag
cagccacaggcagaggaggacgaggacgac

>GM10494 .genomic.1
gagcagagccggagccaggtgcaggccattggagagaaggtctccttggcccaggccaag
attgagaagatcaagggcagcaagaaggccatcaaggtgttctccagtgccaagtaccct
gctccagagcgcctgcaggaatatggctccatcttcaccggecgcccaggaccctggectg
cagagacgctcccgccacaggatccagagcaagcaccgccccctggacgagcgggecctg
caggagaagctgaaggactttcctgtgtgcgtgagcaccaagccggagcccgaggacgat
gcagaagagggacttgggggtcttcccagcaacatcagctctgtcagctccttgetgcetc
ttcaacaccaccgagaacctgtacaagaagtatgtcttcctggaccccctggectggtgcet
gtaacaaagacccatgtgatgctgggggcagagacagaggagaagctgtttgatgccccc
ttgtccatcagcaagagagagcagctggaacagcaggtcccagagaactacttctatgtg
ccagacctgggccaggtgcctgagattcatgttccatcctacctgecctgacctgecccggce
attgccaatgacctcatgtacattgccgacctgggccccggcattgeccccctctgeccct
ggcaccattccagaactgcccaccttccacactgaggtagccgagcctctcaaggtagac
ctacaagatggggtactaaca--------- ccacccccaccgceccccaccaccaccccca
gctcctgaggtgctggccagtgcacccccactcccaccctcaaccgeggceccctgtaggce
caaggcgccaggcaggacgacagcagcagcagcgcgtctccttcagtccagggagetccc
agggaagtggtcgacccctccggtggctgggccactctgctagagtccatccgeccaagcet
gggggcatcggcaaggccaagctgcgcagcatgaaggagcgaaaggtggagaagaagaag
cagaaggagcaggagcaagtgagagccacgagccaaggtgggcacttgatgtcggatctc
ttcaacaagctggtcatgaggcgcaagggcatctctgggaaaagacctggggctggtgag
gggcccggaggagcctttgcccgegtgtcagactccatccctcctgtgeccgecaccgeag
cagccacaggcagaggaggacgaggacgac

>0M10540.fs20.1_and_GM10540@.genomic.?2

gagcagagccggagccaggtgcaggccattggagagaaggtctccttggcccaggccaag
attgagaagatcaagggcagcaagaaggccatcaaggtgttctccagtgccaagtaccct
gctccagagcgcctgcaggaatatggctccatcttcaccagcgecccaggaccctggectg
cagagacgcccccgccacaggatccagagcaagcaccgccccctggacgagcgggecctg
caggagaagctgaaggactttcctgtgtgcgtgagcaccaagccggagcccgaggacgat



gcagaagagggacttgggggtcttcccagcaacatcagctctgtcagctccttgetgcetc
ttcaacaccaccgagaacctgtacaagaagtatgtcttcctggaccccctggetggtgcet
gtaacaaagacccatgtgatgctgggggcagagacagaggagaagctgtttgatgccccc
ttgtccatcagcaagagagagcagctggaacagcaggtcccagagaactacttctatgtg
ccagacctgggccaggtgcctgagattgatgttccatcctacctgecctgacctgtctggce
attgccaatgacctcatgtacattgccgacctgggccccggecattgeccccctctgeccct
ggcaccattccagaactgcccaccttccacactgaggtagccgagcctctcaaggtagac
ctacaagatggggtactaaca--------- ccacccccaccgeccccaccaccacccccea
gctcctgaggtgctggccagtgcacccccactcccaccctcaaccgeggeccctgtaggce
caaggcgccaggcaggacgacagcagcagcagcgcegtctccttcagtccagggagetccc
agggaagtggtcgacccctccggtggctgggccactctgctagagtccatccgeccaagcet
gggggcatcagcaaggccaagccgcgcagcatgaaggagcgaaagctggagaagaagcag
cagaaggagcaggagcaagtgagagccacgagccaaggtgggcacttgatgtcggatctc
ttcaacaagctggtcatgaggcgcaagggcatctctgggaaaggacctggggctggtgag
gggcccggaggagcctttgcccgegtgtcagactccatccctcctctgeccgecaccgeag
cagccacaggcagaggaggacgaggacgac

>GM10540.genomic.1
gagcagagccggagccaggtgcaggccattggagagaaggtctccttggcccaggccaag
attgagaagatcaagggcagcaagaaggccatcaaggtgttctccagtgccaagtaccct
gctccagagcgcctgcaggaatatggctccatcttcaccagcgecccaggaccctggectg
cagagacgcccccgccacaggatccagagcaagcaccgccccctggacgagcgggecctg
caggagaagctgaagtactttcctgtgtgcgtgagcaccaagccggagcccgaggacgat
gcagaagagggacttgggggtcttcccagcaacatcagctctgtcagctccttgetgcetc
ttcaacaccaccgagaacctgtacaagaagtatgtcttcctggaccccctggectggtgcet
gtaacaaagacccatgtgatgctgggggcagagacagaggagaagctgtttgatgccccc
ttgtccatcagcaagagagagcagctggaacagcaggtcccagagaactacttctatgtg
ccagacctgggccaggtgcctgagattgatgttccatcctacctgecctgacctgtctggc
attgccaatgacctcatgtacattgccgacctgggccccggcattgeccccctctgeccct
ggcaccattccagaactgcccaccttccacactgaggtagccgagcctctcaaggtagac
ctacaagatggggtactaaca--------- ccacccccaccgceccccaccaccaccccca
gctcctgaggtgctggccagtgcacccccactcccaccctcaaccgeggceccctgtaggce
caaggcgccaggcaggacgacagcagcagcagcgcgtctccttcagtccagggagetccc
agggaagtggtcgacccctccggtggctgggccactctgctagagtccatccgeccaagcet
gggggcatcagcaaggccaagccgcgcagcatgaaggagcgaaagctggagaagaagcag
cagaaggagcaggagcaagtgagagccacgagccaaggtgggcacttgatgtcggatctc
ttcaacaagctggtcatgaggcgcaagggcatctctgggaaaggacctggggctggtgag
gggcccggaggagcctttgcccgegtgtcagactccatccctcctctgeccgecaccgeag
cagccacaggcagaggaggacgaggacgac

>chr9 assembly

gagcagagccggagccaggtgcaggccattggagagaaggtctccttggcccaggccaag
attgagaagatcaagggcagcaagaaggccatcaaggtgttctccagtgccaagtaccct
gctccagggcgcectgcaggaatatggctccatcttcacgggcgcccaggaccctggectg
cagagacgcccccgccacaggatccagagcaagcaccgccccctggacgagcgggecctg
caggagaagctgaaggactttcctgtgtgcgtgagcaccaagccggagcccgaggacgat



gcagaagagggacttgggggtcttcccagcaacatcagctctgtcagctccttgetgcetc
ttcaacaccaccgagaacctgtacaagaagtatgtcttcctggaccccctggetggtgcet
gtaacaaagacccatgtgatgctgggggcagagacagaggagaagctgtttgatgccccc
ttgtccatcagcaagagagagcagctggaacagcaggtcccagagaactacttctatgtg
ccagacctgggccaggtgcctgagatccatgttccatcctacctgecctgacctgeccggce
attgccaacgacctcatgtacagtgccgacctgggccccggcattgeccccctctgeccct
ggcaccattccagaactgcccaccttccacactgaggtagccgagcctctcaaggtagac
ctacaagatggggtactaaca--------- ccacccccaccgeccccaccaccacccccea
gctcctgaggtgctggccagtgcacccccactcccaccctcaaccgeggeccctgtaggce
caaggcgccaggcaggacgacagcagcagcagcgcatctccttcagtccagggagetccc
agggaagtggtcgacccctccggtggctgggccactctgctagagtccatccgeccaagcet
gggggcatcggcaaggccaagctgcgcagcatgaaggagcgaaagctggagaagcagcag
cagaaggagcaggagcaagtgagagccacgagccaaggtgggcacttgatgtcggatctc
ttcaacaagctggtcatgaggcgcaagggcatctctgggaaaggacctggggctggtgag
gggcccggaggagcctttgtccgegtgtcagactccatccctectttgeccgecaccgeag
cagccacaggcagaggaggacgaggacgac

>GM10494 . genomic.3
gagcagagccggagccaggtgcaggccattggagagaaggtctccttggcccaggccaag
attgagaagatcaagggcagcaagaaggccatcaaggtgttctccagtgccaagtaccct
gctccagagcgectgcaggaatatggctccatcttcaccgAcgecccaggaccctggectg
cagagacgcccccgccacaggatccagagcaagcaccgccccctggacgagcgggecctg
caggagaagctgaaggactttcctgtgtgcgtgagcaccaagccggagcccgaggacgat
gcagaagagggacttgggggtcttcccagcaacatcagctctgtcagctccttgetgcetc
ttcaacaccaccgagaacctgtacaagaagtatgtcttcctggaccccctggectggtgcet
gtaacaaagacccatgtgatgctgggggcagagacagaggagaagctgtttgatgccccc
ttgtccatcagcaagagagagcagctggaacagcaggtcccagagaactacttctatgtg
ccagacctgggccaggtgcctgagattgatgttccatcctacctgecctgacctgecccggce
attgccaacgacctcatgtacattgccgacctgggccccggcattgccccctctgeccct
ggcaccattccagaactgcccaccttccacactgaggtagccgagcctctcaaggtagac
ctacaagatggggtactaaca--------- ccacccccaccgceccccaccaccaccccca
gctcctgaggtgctggccagtgcacccccactcccaccctcaaccgeggceccctgtaggce
caaggcgccaggcaggacgacagcagcagcagcgcatctccttcagtccagggagetccc
agggaagtggtcgacccctccggtggccgggccactctgctagagtccatccgeccaagcet
gggggcatcggcaaggccaagctgcgcagcatgaaggagcgaaaggtggagaagcagcag
cagaaggagcaggagcaagtgagagccacgagccaaggtgggcacttgatgtcggatctc
ttcaacaagctggtcatgaggcgcaagggcatctctgggaaaggacctggggctggtgag
gggcccggaggagcctttgcccgegtgtcagactccatccctcctctgeccgecaccgeag
cagccacaggcagaggaggacgaggacgac

>(GM10494 . genomic.?2

gagcagagccggagccaggtgcaggccattggagagaaggtctccttggcccaggccaag
attgagaagatcaagggcagcaagaaggccatcaaggtgttctccagtgccaagtaccct
gctccagagcgcctgcaggaatatggctccatcttcacgggcgcccaggaccctggectg
cagagacgcccccgccacaggatccagagcaagcaccgccccctggacgagcgggecctg
caggagaagctgaaggactttcctgtgtgcgtgagcaccaagccggagcccgaggacgat



gcagaagagggacttgggggtcttcccagcaacatcagctctgtcagctccttgetgcetc
ttcaacaccaccgagaacctgtacaagaagtatgtcttcctggaccccctggetggtgcet
gtaacaaagacccatgtgatgctgggggcagagacagaggagaagctgtttgatgccccc
ttgtccatcagcaagagagagcagctggaacagcaggtcccagagaactacttctatgtg
ccagacctgggccaggtgcctgagattcatgttccatcctacctgecctgacctgeccggce
attgccaacgacctcatgtacattgccgacctgggccccggecattgeccccctctgeccct
ggcaccattccagaactgcccaccttccacactgaggtagccgagcctctcaaggtagac
ctacaagatggggtactaaca--------- ccacccccaccgeccccaccaccacccccea
gctcctgaggtgctggccagtgcacccccactcccaccctcaaccgeggeccctgtaggce
caaggcgccaggcaggacgacagcagcagcagcgcegtctccttcagtccagggagetccc
agggaagtggttgacccctccggtggctgggccactctgctagagtccatccgeccaagcet
gggggcatcggcaaggccaagctgcgcagcatgaaggagcgaaagctggagaagaagaag
cagaaggagcaggagcaagtgagagccacgagccaaggtgggcacttgatgtcggatctc
ttcaacaagctggtcatgaggcgcaagggcatctctgggaaaggacctggggctggtgag
gggcccggaggagcctttgcccgegtgtcagactccatccctcctgtgeccgecaccgeag
cagccacaggcagaggaggacgaggacgac

>hyb_panel_chr20_B
gagcagagccggagccaggtgcaggccattggagagaaggtctccttggcccaggccaag
attgagaagatcaagggcagcaagaaggccatcaaggtgttctccagtgccaagtaccct
gctccagagcgcctgcaggaatatggctccatcttcacgggecgcccaggaccctggectg
cagagacgctcccgccacaggatccagagcaagcaccgccccctggacgagcgggecctg
caggagaagctgaaggactttcccgtgtgcgtgagcaccaagccggagcccgaggacgat
gcagaagagggacttgggggtcttcccagcaacatcagctctgtcagctccttgetgcetc
ttcaacaccaccgagaacctgtacaagaagtatgtcttcctggaccccctggectggtgcet
gtaacaaagacccatgtgatgctgggggcagagacagaggagaagctgtttgatgccccc
ttgtccatcagcaagagagagcagctggaacagcaggtcccagagaactacttctatgtg
ccagacctgggccaggtgcctgagattgatgttccatcctacctgecctgacctgecccggce
attgccaacgacctcatgtacattgccgacctgggccccggcattgccccctctgeccct
ggcaccattccagaactgcccaccttccacactgaggtagccgagcctctcaaggecagac
ctacaagatggggtactaaca--------- ccacccccaccgceccccaccaccaccccca
gctcctgaggtgctggccagtgcacccccactcccaccctcaaccgeggceccctgtaggce
caaggcgccaggcaggacgacagcagcagcagcgcgtctccttcagtccagggagetccc
agggaagtggtcgacccctccggtggccgggccactctgctagagtccatccgeccaagcet
gggggcatcggcaaggccaagctgcgcagcatgaaggagcgaaagctggagaagaagaag
cagaaggagcaggagcaagtgagagccacgagccaaggtgggcacttgatgtcggatctc
ttcaacaagctggtcatgaggcgcaagggcatctctgggaaaggacctggggctggtgag
gggcccggaggagcctttgcccgegtgtcagactccatccctcctctgeccgecaccgeag
cagccacaggcagaggaggacgaggacgac

>0M10494.fs20.1

gagcagacccggagccaggtgcaggccattggagagaaggtctccttggcccaggccaag
attgagaagatcaagggcggcaagaaggccatcaaggtgttctccagtgccaagtaccct
gctccagagcgcctgcaggaatatggctccatcttcacgggcgcccaggaccctggectg
cagagacgctcccgccacaggatccagagcaagcaccgccccctggacgagcgggecctg
caggagaagctgaagtactttcctgtgtgtgtgagcaccaagccggagcccgaggacgat



gcagaagagggacttgggggtcttcccagcaacatcagctctgtcagctccttgetgcetc
ttcaacaccaccgagaacctgtacaagaagtatgtcttcctggaccccctggetggtgcet
gtaacaaagacccatgtgatgctgggggcagagacagaggagaagctgtttgatgccccc
ttgtccatcagcaagagagagcagctggaacagcaggtcccagagaactacttctatgtg
ccagacctgggccaggtgcctgagattgatgttccgtcctacctgectgacctgeccggce
attgccaacgacctcatgtacagtgccgacctgggccccggcattgeccccctctgeccct
ggcaccattccggaactgcccaccttccacactgaggtagccgagcctctcaaggcagac
ctacaagatggggtactaacagcaccaccaccacccccaccgcccccaccacctecccca
gctcctgaggtgctggccagtgcatccccactcccaccctcaaccgeggeccctgtaggce
caaggcgccaggcaggacgacggcagcagcagcgcgtctccttcagtccagggagetccc
agggaagtggtcgacccctccggtggccgggccactctgctagagtccatccgeccaagcet
gggggcatcggcaaggccaagctgcgcagcgtgaaggagcgaaagctggagaagaagaag
cagaaggagcaggagcaagtgagagccacgagccaaggtggggacttgatgtcggatctc
ttcaacaagctggtcatgaggcgcaagggcatctctgggaaaggacctggggctggtgag
gggcccggaggagcctttgcccgegtgtcagactccatccctcctctgeccgecaccgeag
cagccacaggcagaggaggacgaggacgac

>GMO7791.1s20.1
gagcagagccggagccaggtgcaggccattggagagaaggtctccttggcccaggccaag
attgagaagatcaagggcagcaagaaggccatcaaggtgttctccagtgccaagtaccct
gctccagagcgcctgcaggaatatggctccatcttcacgggecgcccaggaccctggectg
cagagacgctcccgccacaggatccagagcaagcaccgccccctggacgagcgggecctg
caggagaagctgaagtactttcctgtgtgtgtgagcaccaagccggagcccgaggacgat
gcagaagagggacttgggggtcttcccagcaacatcagctctgtcagctccttgetgcetc
ttcaacaccaccgagaacctgtacaagaagtatgtcttcctggaccccctggectggtgcet
gtaacaaagacccatgtgatgctgggggcagagacagaggagaagctgtttgatgccccc
ttgtccatcagcaagagagagcagctggaacagcaggtcccagagaactacttctatgtg
ccagacctgggccaggtgcctgagattgatgttccgtcctacctgecctgacctgecccggce
attgccaacgacctcatgtacagtgccgacctgggccccggcattgccccctctgeccct
ggcaccattccggaactgcccaccttccacactgaggtagccgagcctctcaaggecagac
ctacaagatggggtactaacagcaccaccaccacccccaccgcccccaccaccteecccca
gctcctgaggtgctggccagtgcatccccactcccaccctcaaccgeggceccctgtaggce
caaggcgccaggcaggacgacggcagcagcagcgcgtctccttcagtccagggagetccc
agggaagtggtcgacccctccggtggccgggcctctctgctagagtccatccgeccaagcet
gggggcatcggcaaggccaagctgcgcagcgtgaaggagcgaaagctggagaagaagaag
cagaaggagcaggagcaagtgagagccacgagccaaggtggggacttgatgtcggatctc
ttcaacaagctggtcatgaggcgcaagggcatctctgggaaaggacctggggctggtgag
gggcccggaggagcctttgcccgegtgtcagactccatccctcctctgeccgecaccgeag
cagccacaggcagaggaggacgaggacgac

>B(C048328

gagcagagccggagccaggtgcaggccattggagagaaggtctccttggcccaggccaag
attgagaagatcaagggcagcaagaaggccatcaaggtgttctccagtgccaagtaccct
gctccagagcgcctgcaggaatatggctccatcttcacgggcgcccaggaccctggectg
cagagacgctcccgccacaggatccagagcaagcaccgccccctggacgagcgggecctg
caggagaagctgaagtactttcctgtgtgtgtgagcaccaagccggagcccgaggacgat



gcagaagagggacttgggggtcttcccagcaacatcagctctgtcagctccttgetgcetc
ttcaacaccaccgagaacctgtacaagaagtatgtcttcctggaccccctggetggtgcet
gtaacaaagacccatgtgatgctgggggcagagacagaggagaagctgtttgatgccccc
ttgtccatcagcaagagagagcagctggaacagcaggtcccagagaactacttctatgtg
ccagacctgggccaggtgcctgagattgatgttccgtcctacctgectgacctgeccggce
attgccaacgacctcatgtacagtgccgacctgggccccggcattgeccccctctgeccct
ggcaccattccggaactgcccaccttccacactgaggtagccgagcctctcaaggcagac
ctacaagatggggtactaacagcaccaccaccacccccaccgcccccaccacctecccca
gctcctgaggtgctggccagtgcatccccactcccaccctcaaccgeggeccctgtaggce
caaggcgccaggcaggacgacagcagcagcagcgcegtctccttcagtccagggagetccc
agggaagtggtcgacccctccggtggccgggccactctgctagagtccatccgeccaagcet
gggggcatcggcaaggccaagctgcgcagcgtgaaggagcgaaagctggagaagaagaag
cagaaggagcaggagcaagtgagagccacgagccaaggtggggacttgatgtcggatctc
ttcaacaagctggtcatgaggcgcaagggcatctctgggaaaggacctggggctggtgag
gggcccggaggagcctttgcccgegtgtcagactccatccctcctctgeccgecaccgeag
cagccacaggcagaggaggacgaggacgac



