
HsWASH 1 PSGGRATLLESIRQAGGIGKAKLRSVKERKLEKKKQKEQEQVRATSQ-------------------GGDLMSDLFNKLVMRRKGISGKGP------GAGEGPGGAFARVSDSIPPLPPPQQPQA-------EEDEDDWES
MmWASH 1 PSSGRATLLESIRQAGGIGKAKLRSVKERKLEKKKQKEQEQVRATSQ-------------------GGDLMSDLFNKLVMRRKGISGKGPST----GTSEGPGGAFSRMSDSIPPLPPPQQPAG-------DEDEEDWES
MdWASH 1 PSSGRATLLESIRQAGGIGKAKLRSVKERKLEKKKQKEQEQVRATSQ-------------------GGDLMSDLFNKLVMRRKGISGKGPGA----NTGEGPGGAFARMSDSIPPLPMLQQPPG-------EEDEDEWES
GgWASH 1 PSTGRASLLESIRQAGGIGKANLRSVKERKLEKKKQKEQEQVRATGQ-------------------GGDLMSDLFNKLVLRRKGISGKGPGASANPDAPGSPAGAFARMSDSIPPLPPPQQPPG-------EEDEDDWES
XtWASH 1 PSNGRASLLESIRQAGGIGKANLRNVKEKKLEKKKMKEQEQVGATGG-------------------GGDLMSDLFNKLAMRRKGISGKVPAAG--EASGDGPTGAFARISDTIPPLPPPHQASG-------DGDEDDWES
FrWASH 1 PSDGRASLLESIRNAGVIGKAKLRNMKERKMEKKKQKEQEQAVGVASS------------------GGDFMSDLFNKLAMRRKGISGKGPAGSEASDAPASTGGAFARMSDVIPPLPAP----------HSTTDDDDWEA
DmWASH 1 TEDPRSELMAAIRNAGGVHGGRLRSPAAAPLDVVDNSRSKAGGAVT---------------------GDLMADLHNKLMLRRKGISGSQNPV-----EATAGNPLMQQLSRVIPPPVQPRKGSKSS-DEHSEDDEDGWN-
CeWASH 1 VDGGRSDLMAAIRAAGGAGNAKLSRIAEK--PKRKGKFDGILESSALLGASETPRNSAPAPDGGGGGGDLMSALSKALDARRKAINGKVE------------AQPPAKVSSTIPAPPNF--------------DDEEWD-
DdWASH 1 PGGAIGDLLADIR--RG-HKNRLKKADVGGDNGDGEDNK--------------------PPPVSDGGGGLMGDLFKKLALRRQSIATTKSTKKQSKSKKE-DTDDQDGESDT---------------------DSSEWE-
Eh10t 1 QCGGMGGLLEQIR--QG---KKLKKVETVDKSSPKVGNNSDPKKSTST-----------------GGNDLMEALMLKLKTMRAN-------------------------SNYDAT-------------DNDGDDSEVWE-
Eh827m 1 SSGGMGGLLEQIR--GG---KKLKKVQLEEGTSGNVSQPEPKKPTT-------------------GGNDLMEALMLKLKTMRAA-------------------------SNYDAN--------------EDDDDSAEWN-
Eh53m 1 AAPAAPSLLDQIQ--KG---TQLKKVDTNAPRPSMANLNKT------------------------QKVDLTSLLASAMQKRREDIA-------------------------------------DDDGDDDFEDDSDEWDD
Eh13m 1 PAPANGNLLADIR--SG---ITLRSAADRKLDTAAPVVSDA------------------------GKQDLTSMLRKAMEVRRNDIA---------------------------------------DDEDDDDDDDDEWSD
HsSCAR1 1 ISDARSVLLEAIR--KG---IQLRKVEEQREQEAKH-------------------------------ERIENDVATILSRRIAVE-----------------------YSDSE---------------DDSEFDEVDWLE
MmSCAR1 1 ISDARSVLLEAIR--KG---IQLRKVEEQREQEAKH-------------------------------ERIENDVATILSRRIAVE-----------------------YSDSE---------------DDSEFDEVDWLE
HsSCAR2 1 ISDAHSDLLSAIC--QG---FQLRRVEEQQEQEKW--------------------------------DVVGNDVATILSRRIAVE-----------------------YSDSE--------------DDSSEFDGDDWSN
MmSCAR2 1 VSDARSDLLSAIR--QG---FQLRRVEEQREQEKR--------------------------------DVVGNDVATILSRRIAVE-----------------------YSDSE--------------DDSSEFDEDDWSD
HsSCAR3 1 ISDARSDLLAAIR--MG---IQLKKVQEQREQEAKR-------------------------------EPVGNDVATILSRRIAVE-----------------------YSDSD---------------DDSEFDENDWSD
MmSCAR3 1 ISDARSDLLAAIR--MG---IQLKKVQEQREQEAKR-------------------------------EPVGNDVATILSRRIAVE-----------------------YSDSD---------------DDSEFDENDWSD
DmSCAR 1 FHDPRNDLMKAIR--DG---ITLRKVEKSEQKEIER-------------------------------NAAPLDVASILARRVAIELSES------------------EDSDSE-------------------DDSEGWME
CeSCAR 1 QPDARSDLLAQIQ--SG---IKLKKVQRAEAEAAENA------------------------------ALEANNVAAILKRRMDQVMGNDD-------------------SSSE-----------------EGADDDEWDD
DdSCAR 1 ASGARSDLLSSIM--QG---MALKPAEERKVAEAPKK-------------------------------EEALNVADILARRIAWAGD----------------------SDSSEDES----------------DDSDWD-
ZmSCAR1 1 SLDEREELLQQIRSKTF----NLRRTNAFKADGSSQ-------------------------------FTASSNVAAILEKANAIRQAVA--------------------SDEG-------------------GDDDTWSD
AtSCAR1 1 NETEAGDFLHQIRTKQF----NLRRVVRTKTSSSET--------------------------------TMNTNISVILEKANSIRQAVA--------------------SDDG------------------EGESDTWSD
AtSCAR2 1 KQDDKDSLLAQIRNKSV----NLKPAVTTRPSIQT-------------------------------GPRTDLRVAAILEKANTIRMAMAG-------------------SDED-------------------EDSDSWSD
AtSCAR3 1 KETETGDFLQQIRTQQF----NLRPVVMTTTSSATATTD----------------------------PIINTKISAILEKANSIRQAVA--------------------SKDG-------------------DESDTWSD
AtSCAR4 1 RVDENDSLLEIIRSKSF----NLRPADASGRPNFQVAV-----------------------------PKTNLKVAAILEKANTLRQAMAG-------------------SDDE-------------------HDSDSWSE
HsWASP 1 PGGGRGALLDQIR--QG---IQLNKTPGAPESSALQPPPQSSE-------------------------GLVGALMHVMQKRSRAIH----------------------SSDEG------------EDQAGDEDEDDEWDD
MmWASp 1 PGGGRGALLDQIR--QG---IQLNKTPGALENSVQQPPAQQSE-------------------------GLVGALMHVMQKRSRVIH----------------------SSDEG------------EDQTGEDEEDDEWED
HsNWASP 1 SCSGRDALLDQIR--QG---IQLKSVADGQESTPPTPAPTS---------------------------GIVGALMEVMQKRSKAIH----------------------SSDED----------EDEDDEEDFEDDDEWED
MmNWASp 1 SCSGRDALLDQIR--QG---IQLKSVSDGQESTPPTPAPTS---------------------------GIVGALMEVMQKRSKAIH----------------------SSDED----------EDDDDEEDFEDDDEWED
DmWASp 1 SGDSRSDLMKDIR--QG---TVLKPAKERELGSQRNSDS------------------------GAGTDALADALRRALAARGNAIH-----------------------SDED--------------ETESSDNEGEWD-
CeWASp 1 GGDARGDVMAQIR--QG---AQLKHVDAAAEQERRKSTT----------------------SGAAGMGGLAGALAKALEERRMNMGIDD-------------------TSDDD----------------DDEDDKNEWSD
DdWASp 1 SGGGRNDLLASIR--SG---ASLKAVDKTNPLPDIQSL------------------------GNEGSRSLADTLAAAMANRRGGMR---------------------------------------EDDEEDDDDDDEWSD
AfLAS17H 1 PTGGREDLLAAIRASGGGG---LRKVKDSEKRDRSAALVPGSAT---------ESTAPAPSSGGAAQGGLAGALQDALAKRKQKV------------------------SGSD----------------DEKDDDDDW--
CsLAS17 1 GDAGRDALLASIRGAGGIG--ALRKVDKSQLDKPSVLLQEARG-----ESASPPAAAGNGGTPGGPPASLADALAAALNKRKTKVGA-----------------------------------------HDDMDNGDDW--
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Supplementary Figure S6. Multiple sequence alignment of the VCA region in the C-terminal portion of WASP 
family members. See Supplementary Figure S4 for details. Species are indicated using two-letter abbreviation 
before each protein name; the code is provided in Supplementary Information (note: Mm is Mus musculus, 
not Macaca mulatta).  


