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Nucleotide sequence alignment between human NAT8 gene and its duplicated pseudogene NAT8B.

The alignment includes the entire gene along with 541 bp of the 5” upstream and 700 bp of 3" downstream
regions. The untranslated mRNA and the protein-coding regions are marked with thin and bold lines,
respectively. Nucleotides typed in bold indicate SNPs detected by resequencing and their position relative
to ATG. Divergent positions between NAT8 and NAT8B overlapping with SNPs listed for the human

NAT8 gene in NCBI dbSNP (http://www.ncbi.nlm.nih.gov/projects/SNP/) are boxed.
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PCR primer “NAT8 2kb F”

CAGAGGAACTGCCCAGCCAAGCTCAGGCAAAATTGCTGACTTCAGACTCATGAACTAAAT
CAGAGGAACTGCCCAGCCAAGCTCAGGCAAAATTGCTGACTTCAGACTCATGAGCTAAAT

nnnnnnnnnn *hkhkkk

AAATATTTGTTTCATTTGGTGGTTGTTCTTATGCAACATTATGCTGGCACTAGAAAAATG
AAATATTGATTTCATTTTATGATTGTTCTTATGCAACATTATCCTGGCACTAGAAAAATG

** *hkhkkhkikkhihhkihkhiikk
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AAACAGATGGGAATCAAAAAGACTGAATGAAGCAGAAACCCAGAAGCTACCCCACAAGCA
AAACAGATGGGAATCAAAAAGACTGAATGAAGCAGAAACCCAGAAGCTACCCCACAGGCA

EEAEXEAAAKAAAAAXAXAALAXAAXAAAXAAAXAAAXAAAXAAAXAAAXAAAXAAAXAAAXAAAXAAAXAAXAKX *kxk

ATCGCATGGGACTCAGATGTTAATGGACAATAAGCTTTTATTGCA AAAGGTCATTGC

F*AhEA AEAAAITXAAIXAAXAAAXA)kA khExFxArIAXxAITXxAdTXxiAdTdxihihxiiikik EAE T R R e

<<
ATCACATGGGACTCAGATG GAATGGACAATAAGCTTTTATTGCAAAGGTCATTGC
CA

AG GlA‘GGTTGGGGATTGCTTGCTGCTACAG TBAATGGATTCTATTCTGACCAATACA
AGTCAGAGGTTGGGGATTGCTTGCTGCTACAG C AATGGATTCTATTCTGACCAATACA
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CACAGAAAGAGATCACAGAQTEC ‘! NGAAGGGAGGTQGITAGATGAAATGAAC
G‘AGGAAAG‘A‘TC‘T‘GACG ‘ GAAGGGAGGT AGATGAAATGAAC
TGTATGAAGAGEC GCCTGGCCCACAC ACGAAGAAGGACTGGCCCGTCTTCTTGAA
TGTATGAAG‘T GCCTGGCCCACAC GAAGAAGGACTGGCCCGTCTTCTTGAA

Rk ok = kS AR Tk ko *AhAAAAIAXAAAXAAAXAAAXAAAXAAXAhhdkik

GCCCATECTCTGGTAGAGYGGLCATAGCAGAGAGCTGGATQGNGGCEGTGTCCAGGATAAC
GCCCAAGCTCTGGTAGAGQCLCATGGCAGAGAGCTGGATQTIGGTEGTGTCCAGGACAAC

kS ECE ARk *hAh KAAXkAAkkAAkkALAkik *hAhkkkhkikkhkik *kk

TTCACTGTAGCCCTGGTCCCGGGCAAACTGGAGGACAGTCCTGACCAGGGCTTTTGCTAT
TTCACTGTAGCCCTAGTCCCGGGCAAACTGGAGGACAGTCCTGACCAGGGCTTTTGCTAT

FEAIAAAIAXAAITXAAXTXAA A AAXXAITXAAXAXAAXAXAAXAAIAXAAIAXAAITXAAITXAAITXAAITXAXTXxAhddxiddxixx

CCCCTGACGACGGTGCTCACTGTCCACAAAGAGATGAAACAGCTGCAACCGCTTCTCCCT
CCCCTGACCACGGTGCTCATTGTCCACAGAGAGATGAAACAGCTGCAACCGCTTCTCCCT
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CAAGGT%GGATCATCAACAGGCAGAGCTCCTACC%TGCCCACCACCTTCTCTTCAGACTC

CAAGGTGGGATCATCAACGGGCAGAGCTCCTACTGTGCCCACCACCTTCTCTTCAGATTC

nnnnnnnnnnnnn **

AGCCACCCAGAAGCAGGAGCCACGCTCACTCAGGTAGGATTTGGTAATGTCAGACATGTC
ACCCACCCAGAAGCAGGAGCCACACTCACTCAGGTAGGATTTGGTGATGTCAGACATGTC

K AAEAAAAAAAXAAAAAAAXAAAAKA AXAAAAAAAXAAAAAAAXAAAAAA dhkdhhhAhdihhiii

TGTGCACAATGTCATGTCCACATACTCCGTCCAGGGTTTTTTGGCAAGGAACCACAGGGC
TGTGCGCAATGCTATGTCTACATACCGCGTCCAGGGTTTTTTGGCAAGGAACCACAGGGC

*khkhkkh KAhkkkk *hkhkkh KAhkkhkkkik FTEAAXAAXAAAXAAXAXAAAXAAAXAAAXAAAXAAXAAhkhk

AGGGAAGAGGCTGATGCTGAACACGAGGGCTAGAAGCCAGGATCCAGAGACCAGGAGTAG
AGGAAGGAGGCTGAGGCTGAACACGAGGGCCAGAATCCAGGAGCCAGAGACCAGGAGTAG

*hAh K KEAIAAIXAA A KAIXAIAXAIAkkhdrkhihdx *dxkhkh kExdxhidkd FhxArAITXxirdTdxihiikiiikikikx

GGCGAGGGGCCCCCCAAGTAAGAGTATGAGGGTTCGAGGCAGCTTCAGCAATTGCCGGAA
GGCAAGGGCCCCCCCAAGTAAGAGTATGAGGGTTCGAGGCAGCTTCAGTAATCGCCGGAA

E **k F*kk Fhikikik

GGTGGCTGGGGCATGCTCGGCCATCCCCCGGGAGAGCAAGCCCACAACCCACTGGCGGTC
GGTGGCTGGGGCGTGTTCGGCCATCCCCCGGGAGAGCAAGCCCACGACCTACTTGCGGTC

KTEAAKAXAAKXAAXAAKX AKX AAXXAXAXAAXAAAXAAAXAAAXAAAXAAAAAAXAA AKX dhxdh dhk *dkhxkihkik

GCTCTCCTGGTATTTGCGGATGTGACAAGGAGCCATGGACAGACTTCTGTGTCTGAAATC
GCTCTCCTGGTATTTGCGGATGTGATAAGGAGCCATGGACAGACTTCTGTGTCTGAAGTC

FTEAIAAAIAXAAITAAIXAAXITXAAITXAAXAXAAXA)R FhIAIAAIAXAAIAXAAITXAAITXAAITXAAITXxAdTXxdhidxiddx *%
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TCTAAGTCCAGGAGACAGAGCTAGGCCTCCCTGCACGCCTTTACGTCAGAC-TGGGGAAG
ACTGAGTCCAGGAAACAGAGCTAGGCCTCCCTGCACGCCTTTACGCCAGGCCTGGGGAAG

F*h KEAIAAAIAXAAX AAXAAITXAAIXAAIAXAIAkhAIAkhiAdrhidrhidxhihxihkit k*xdk * *Fxkihddkik

AGAGAGAAAATCATGTGAGTGCCTGCATGGCTCCCAGCCTTGCAGGAACAGGGAGACCTG
AGAGAGGAAACCACGTGAGTGCCTGCATGGCTCCCAGCCTTGCAGGAACAGGGAGACCTG

*hAAkkKd Kkkhk KXk
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CTCAAGGGTGTGTCTTTCCGCGTTTGCCCATGAGGAAGCAGGCCTCTGCCACTGGGAGAA
CTTAAGGGTGTGTCTTTCCGCGTTTGCCCATGAGGAAGCAGGCCTCTGCCACTGGGAGAA
E R S b R e o o R R R R e e e S e R S R R R S S R R R R S S R R R
=222
GGTAGGGTCAGAAAGACCTGCATTGGAATCTGGTTCCATCCCTTTCTAGCTGTGTGACCT
GGTAGCATGAGAAAGACCTGCATTGGAATCTGGCTCCATGCCTTTCTAGCTGTGTGACCT

*hkikk * AEXEAIAAITXAAIAXAAIXAAXAXAAXAXhAAhkh kihdxhkh khExXxirFTdxirdTdxihidxihihkiiikikx

TAGGCATGTCACTTAACCTCTCTGAGCCTCCATTTCTTCAACTATAGAACAGGGGAGAAG
TGGGCATGTCACTTAACCTCTCTGAGCCTCCACTTCTTCATCTATAGAACAGGGGAGAAG

R e R AR AR e
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AAAACCTGCCTTCTAGAGTTGTTTTGAAGATTGAATAAGATGCCTTCTATAAAGCCCTGG
AAAACCTGCCTTCTAGAGTTGTTTCGAAGATTGAATAAAATACCTTCTATAAAGCCCTGA

EEAAKXAAAXAAXAXAXAAXAXAAXAXAAXAAA AL, AAxAAAXAAAAA AKXk A kkh AAXAAXxAAXxAiAdxhidkik

TAGATGAACTACCCACCGCTCTTCCTTTTTCTGTTTCCTTTTTCTGGCTCTCTCAGCTTC
TAGATGAACTACCCACCACTCTTCC---CTCTGTTTCCTTTTTCTGGCTCTCTCAGCTTC

FAAAAAXAAAXAAAXAAAXkA dhkkhkikik FEAAAXAAXAAAXAAAXAAAXAAAXAAAXAAXAAdhkx*k
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TCCGTGCATTGAGGGGGCACCTACCTCAGGCAGGCCACACGTGCAACCCTTTTGTCCTTC 1499
TTGGTGCATTGAGAGAGTACCTACCTCAGGCAGGCCACATGCCCAACCCTTTGGTGCTTC 1497

* FhAkAIAkAddk * *h FEAIAhIAIAAhIXAITXxAIXxAiAikiik * *khkkhkkikkhkik F*k Fhkik

TCCAGGGACCATACATCGCAAAAATTCTCTGTCCAA-CACAAGTTTCAGGAAAGGCTCCC 1558
TCCAGGGACCATACATCGCAGAAATCCTGTGACCAAGCACAAGTTTCAGGAAAGGCTCCC 1557

FAIAAAIXAAITXAAITXAAXAXAAXAXkA dhkxhk *k *k *hdkd FXxAIXxAFTXxAITXxAhAdTdxiirdxiiikikikx

TCCAGCTTTATTGTAAGTTTTTAGGTTGCTGAAGTGGCATAAGAGCCAAGCATAAAAAAC 1618
TCCAGCTTTATTGTAAGTTTTTAGGTTGCTGAGGTGGCATAAGTGCCAAGCATAAAAAAC 1617

FTEAIAEAAIAXAAIAXAAIXAAXITXAAXATXAXAXRAIAXhAIAhAdhkh khExdxhirdxhidhh dhrhddxihdrdxihiikiiikiikx

AGCCCAGCCTCCAGATCCCAAGGAAGGTGCATGCTCAGAGCACTGTCCTTCCACCCAGTC 1678
AGCCCAGCCTCCAGATCCCAAGGAAGGTGCATGCTCAGAGCACTGTCCTTCCACCCAGTC 1677

nnnnnnnnnnnnnnnn

<
CCCTCACCTGTCACCACAAGAGCCTTGAGTGTCCAGGGAGCTTCAGCTCTCAGCCGCTCA 1738
CCCTCACCTGTCACCACAAGAGCCTTGAGTGTCCAGGGAGCTTCAGCTGTCAGCCGCTCA 1737

AEAAAAXAAAAAAXAAAAAAAXAAAAAAAXAAAAAAAXAAAAAAAXAAAAAAAXA dhhhdhhhiiid

-763
< |
CTGGCATCCAGGAGATACCGTCTGGGGCTT%CTCACCCCTGGAAAGTAGACTGCCTGCCT 1798
CTGGCATCCAGGAGATACCGTCTGGGGCTTGCTCACCCCTGGAAAGCAGGCTGCCTGCCT 1797

EAEXEAAAEXAAAAXAXAXAXAAAXAAXAAAXAAAXAAAXAAAXAAAXAAAXAAAXAAAXA dh dhidkhidkikikx

-803

TATTGCTTGGCTCCTGAATGTTTGGTAATCATCAACCCTAGGGTCAAAGAGCTGGGCTGT 1858
CATTGCTTGGCTCCTGAATGTTTGGTAATCATCAACCCTAGGGTCAAAGAGCTGGGCTGT 1857

nnnnnnnnnnnnnnnnnn

-911
AACACAGCAGGGAGCCCAGTGTGCATTCCTCTTTGTGGTCAAAGGGAACGACCTGGAGGG 1918
AACACAGCAGGGAGCCCAGTGTGCATTCCCCTTTATAGTCAAAGGGAATGGCCTGGAGGG 1917

EEAEAEXAAXKXAAXAAAXAAAXAAAXAAXAAAXAAAAAA A khkdxh * dAXxAAXxAAXxiidx * *hxkhkhdkikikx

GGAGACTCAGGGTCTGGAACCGCCTGGGTTCCTTGCCCTTCTGGAAGGCCTGCCACCTCT 1978
GGAAACTCAGGGTCTGGAACCGCCTGGGTTCCTTGCCCTTCTGGAAGGCCTGCCACCTCT 1977
FEKA AEAAAAAAAXAAAAAAAXAARAAAAXAXAAXAAAAXAXAAXAXAAAXAXAAXAXAAAXAXAAXAXAAAXAXAXA)NK
-1041
CTTGCCTGTTCAGGCCCCGTGCATCTCTCTGCCACCTGGCACACTTAGTACTCTCGGTCC 2038
CTTGCCTGTTCAGGCCCTGGGCATCTTTCTGCCACCTGGCACACTTGATACTCTC-———- 2032

FAEAIAAXAAAAAAAXAAAAKXAA A * dAhxkhAhdx dAAAAAdhAhAhhhAhAhihhiik E R = o

CTGTCCACATATACGATCCACCCTGGTCCTTGTACACATATACGACGAGCCTGAGAACTG 2098
——————————— TGAGATCCACCTTGGTCCCTGTACACATATACCACGAGCCTGAGAACTG 2081
* FhAhkkhkhKhkk Fhkkhkkhkkhkhk FHErxErhkkhkkhkkhkhkkhhkh *(khdhxkkhhkkhkkhkkhkkhkhkikik
-1152/-1153
TACCATTCACCCTGCAATCAGTCACCATTGGCCAGAAGCCGAGTCCCCATGCTTGGCAAC 2158
TGCCATTCACCCTGCACTCAGTCACCATTGGCCAGAAGCCGAGTCCCCACACTTGGCAAC 2141

* AEEAITEAAITXAAXAXAAXAR FhAIAXAIAIAkhIAXxAhIAdxAhdTdxhdTdxirAdTxhihxiiikiidxk *khkkhihkiik

AAGGCCCTTCCCAGCTAGGCTTCTCCTCGCTGAGGTTTCCCTGGTCCACGAAGCATCTGT 2218
AAGGCCCTTCCCAGCTAGGCTTCTCCATGCTGAGGTTTCCCTGGTCCACAAAGCATCGAT 2201

nnnnnnn *hkhkkikkik *




-1255

NAT8_29_10_06 TGTTGGCAGTTCCTTGCACTCACCTCACCAACCCCCATCTCCACCCATTCATTGATTCAG 2278
NAT8B_20_10_06 TGTTGGCAGTTCTTTGCACTCACCTCACCAACCCCCACCTCCACCCATTCATTGATTCAG 2261
B R R R e e e e
NAT8_29_10_06 TCAACAGTTGTGTGTCATGCACTTCCTGTGTCCTGGGGTCATTTCAGCCATGAGCAAGGT 2338
NAT8B_20_10_06 TCAACAGGTGTGTGCGATGCACTTCCCATGTCTGGGGGTCATTTCAGCCATGAGCAAGGT 2321
PCR primer “NAT8 2kb R”
NAT8_29_10_06 TGACATTCGGCTTGACAGGCATGGCTGTGTGTGGCTTGTGTGTGTTCTGGCTGTTGGTCA 2398
NAT8B_20_10_06 TGACATTCGGCT-GACAGGCATGGCTGTGTGTGGCTTGTGTGTGTTCTGGCTGTTGGTCA 2380
NAT8_29_10_06 GAGGCTGTGCCACACCCGTTGTTAAATATTTTGCACTGCAGATGTTGGGGAGGCCCAAAT 2458
NAT8B_20_10_06 GAGGCTGTGCCACACCCGTTGTTAAATATTTTGCACTGCAGATGTTGGAGAGGCCCAAAT 2440
NAT8_29_10_06 TCATGCTCTT

NAT8B_20_10_06 TCAAGCTCTT

*khKh KkhAkkAkhkk
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