
 S.cerevisiaeVAL1

 C.albicansGAP1

 S.cerevisiaeGAP1

 P.chrysogenumGAP1
 A.fumigatusAAP

 S.pombaeAAP

 C.immitisAAPput

 A.oryzaeAAPput

 G.mosseaeAAP1

 G.zeaeAAPput

 T.hartianumINDA1

 S.cerevisiaeAGP3

 S.cerevisiaeCAN1

 S.cerevisiaeALP1

 C.albicansCAN1

 A.nidulansPRO

 H.cylindrosporumGAP1

 U.fabaeAAT3

 A.muscariaAAP1

 P.chrysogenumGAP2

 U.fabaeAAT2

 U.fabaeAAT1p

 A.thalianaAAT1

 O.sativaAAP

 A.thalianaAAP

 B.napusAAP

 R.communisAAC100
100

100

100

100

100

100

100

96

100

64

92

72

56

76

40

100

100

56

56

52

 S.cerevisiae AGP1

FU
N
G
I

PLA
N
TS

P25376 

P38085 

AAL76065 

NP_012965 

AAS10168 

XP_749080 

P34054 

NP_596348 

EAS35522 

BAE66406 

XP_385750 

NP_010851 

NP_014129 

EAK95234 

P18696 

AAN52080 

AAS10167 

CAF32328 

CAB38005 

AAB39866 

CAC67419 

P43548 

S51171 

BAD25671 

AAC49885 

CAA10608 

CAF22024 

AAX81451 

Supplemental data S2.
The unrooted phylogram obtained using the Neighbour-Joining algorithm and the version 3.1 of the
MEGA programme.


