Supplemental Figure 4

SNRK2.1 ~ ————- MAAASTTNPDPLASEGTFHKIKDLGSGSFGH“ YSR-[GHDEP--- IClPVR--FVONNM \VRSECSN RLGIREZDKR YV Abje
SAC3/SNRK2.2  MAAANQKPGPEGRIEdN 1 €HPRNEN I JOJINSIeTIREFYQEARD-KL TGaT--- 1 EFIEDK I TIRY-— INGRC 1VQFR --T] FRP
D

[@)

SNRK2.3 ———-MASAPSPPNNEESEQSGYQFIKAKE GiFeva YERQETEEGP I EE] 1 SRE -ECSDENLYSREVHSERIMVAEEIRER L GIRE=DKREEY MYIRZADR

SNRK2.4  ———mo MDNLSLQVVEIEL ENAQNCIYRaRe GSFGSv Y TRNEGRigEP - SLINEGMNESGPGVD INL I QR oSl vIIAV IR Ek oL clRys - - TR FMCYEFRDQ

SNRK2.5  mmmmmmmmmmm e MERFQVIQSEESaIgE TYREVKD -VAAEKA- - - LIV ANGRD - ASIRY - -JEARIVE S Msalsa | VHaR D--E3MC AN

SNRK2.6 ~ —mmmmmmme MBAERBENMRE TCRERYQSMEE G;FGFvQ GEN-IQNEEN - - - AR ITGEKEED -YNS] - VES| BY/LRHPHV I[gFKEVFLTERSS YA IMEY AYGG

SNRK2.7  —mmmmmm- BP0 L CRER Y AK VAL ESGSFogvaL ISzl St e I Ak F L ER G NI EREVINHRYL RHPHY | EFKEVFLT IR 18 | SHEYASGG

SNRK2.8 ~ mmmmmmmmmmmmm oo MDKFEPYARKESENEEVAKIMED -RASEQN- - -1 GG 1 EREERYDRN - - ENHRYLIHPNIVAFTEVFL TPRSHLE | VVEYARGG
—— - —— X H

SNRK2.1 B]I= <Y QQHERP EAD =) 1 [] L SN O R AR E NENER SAAEVPPPPGQ- - LEQPRNLHI[IVA KEASYSIIPKSRVGTINYMAPEV Lig AR

XY R B2 v RIS ZENEARWFFQQL 1Y/GLDYCHIIGVVNRD | KLENTL LD S —— BEPEPLYK I CDFGY SKEEXFESAPESRVG TIgAYEAPEVIRRIXE

SNRK2.3 DLISYEREGREERIEARWFFQQL SNRENKR TPDARQEL TQGDLEHPFNLHIRIABIEE! SIN- EGMHEQEZEEV eV TNV ERAGP SRR

SNRK2.4 DL R RAGE L EERPSRWEFQO I [FGLDYCHIEGVVNRDLKGENL L L[ Gm—— LTPEASKRHSNTENLHIRJARREL B RAAHSL R Tauear ARV Acpagr

SNRK2.5 B FSIVERERL KESTARWFFQQL I [MAYDYCHERGVANRD I KLENL L L 5 [S——— R=GPEPLLKICDFGYSK| K SEVG TS YMAPE VS e e

SNRK2.6 SliaH VENRDIKLENTL Lo K SR G ————

SNRK2.7 N Fe RLERIAARWFFQQLEI|GLDYCHERGVVNRD IKLENTL L e IRAT--DQ

SNRK2.8 WEER1VEAERFSEDE DYCHASGVEERDL KL ENTL L |3 S ——— 13VOR - - -KE

SNRK2.1 \EAKLSPIEVEY | L MEKAEEGV 1 ---SDRONKAQRDAT LRETIANA

SAC3/SNRK2.2 K I IIRe VIR @NGIE=RE - - - EDKHDNQKLQKY 1 St HV

SNRK2.3 \BENKEBTIE A1V RYIIEARAZEDDE - --LATTDKARRDATMSQIRG

SNRK2.4 vDGIRAD 1WSAGVYL VML g - [{oR1Lpd

SNRK2.5 A ISV IR Ry € 1 GREDNQGEDAGL SEAQKVRKILEGMERE

SNRK2.6 YD 1 WSCGVJL YVMEG - AGSAMPKATE I LAJLD-- MR

SNRK2.7 VEGORAD IWSCGVIL YVMLFGAYPFESPReTleloeleTSMYQR 1 LFYEWS[PEY

SNRK2.8 UNEQPE VIR TR I NEE= 05 - - ADPRN - - - FRKT IORUMEVKSFEEQLAT

SNRK2.1 AADEPRCEQSM~~EE[DAISAREDPLHGEGLGAGLAGBGGAAGGGTAAGYMAM 1 GSSG I BE IDELHAEHPSQFGMND -~~~ ——————————
SAC3/SNRK2.2  —--[gPP-EGL RLIEERRHVG-VEAPGYVNPY - -~ —— == ETDEY - I[JBAMDNMYDEGSLDYND~————— === —————
PPYE-- A P

TQ—-ﬁ

SNRK2.3 TAQ DVNT HGQGGGLEGESE I TDSGFMTM I ADEMEEENRRHNAPYMVDPYPGQGQPGAGRP-GQP-AAPQRR
SNRK2. 4 AQQAA—— oS D DT TATSGEQ

SNRK2.5 --LEvPPEYQR-PERS RA---VEGR-—————————m ===

SNRK2.6 AGFgAGHQVGEEPEDIIAR I TEFAKGHRHT —— -~ - - -

SNRK2.7 DYTGV————- OSEEDITNKVEASIA 1 PAPMSKYAFAT GEDDENY -~ = ———— EDLDAA IBBEMGHAGAGCKPAAA- - -GRPAGNGGAAPG-J
SNRK2.8 [ PHOSLDE[IRAL TRABRTLGDTEPKPGGGPEEGGGHLPLEFN -~~~ ————— ERBYMDA——DELA-———————— oo —mmm

Supplemental Figure 3. Alignment of SNRK2 protein family in Chlamydomonas. The predicted SNRK2
proteins were aligned with BioEdit 7.0.5.3 software. The black and grey boxes indicate identical and similar
amino acids, respectively. The extra loop segment present in SNRK2.1, SNRK2.3 and SNRK2.4 (dotted
line), the conserved NLH motif (***), the putative phosphorylation sites present in this extra segment (red
letters) and the conserved phosphorylated Ser (#) are noted. The sequences of SNRK2.4, 5, 6 and 8 may be
incomplete or partially incorrect since the transcript sequences have not been confirmed and the genomic
sequence information is not complete.



