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Figure S1: ROC curves based on RMA pre−processed data
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Figure S2: ROC curves based on GCRMA pre−processed data
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Figure S3: ROC curves based on MAS5 pre−processed data, together with ROC curves for PPLR, BGX, and logit−t
Note the range of y axis, line colors, and line types differs from Figures S1 and S2


