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Figure S1. siRNA Validation from Figure 1D 

mRNA expression levels of TBL1, CtBP1 and CtBP2 are measured by RT-PCR to 

validate siRNA efficiency. Normalization is done using the house-keeping gene GAPDH. 



  

 

 

 



  

Figure S2. Hes1 Gene Expression in C2C12 Cells 

RT-PCR analysis of Hes1 expression in C2C12 cells at different days after induction of 

skeletal muscle differentiation. 

 



  

 
 

 



  

Figure S3. TBL1 Interacts with CtBP and Mediates Its Degradation 

(A) Immunoprecipitation of transiently transfected Flag-NCoR by α-TBLR1 and α-

TBLR1 confirming that both antibodies are equally efficient in immunoprecipitating a 

known interacting protein.  

(B) Western blot α−CtBP in transiently transfected U2OS cells confirming the specificity 

of the bands identified by the antibody. 

 



  

 
 

 



  

Figure S4. Validation of Mono-P-TBLR1 Antibody 

Immunoprecipitation of transiently transfected Flag-TBLR1 (F-TBLR1) or Myc-TBLR1 

(M-TBLR1) wildtype and mutated at the two phosphorylation sites (“5” corresponds to 

Ser123 and “2” corresponds to Ser199/Thr203/Ser204) confirmed site specificity of the 

α-MonoP-TBLR1. 

 



  

 
 

 



  

Figure S5. Validation of the Expression Plasmids for TBL1 and TBLR1 Wild-Type 

and Mutants 

(A) Western blot α-FLAG for TBL1 wild type and mutant expression plasmids.  

(B) Western blot α-Myc for TBLR1 wild type and mutant expression plasmids. 

 



  

 



  

Figure S6. TBL1 and TBLR1 Sequence Alignment 

CustalW alignment of TBL1 and TBLR1 murine and human aminoacid sequences. 

Highlighted in yellow are the F-box and the six WD40 domains, in blue the TBL1-

specific phosphorylation sites, in red the TBLR1-specific phosphorylation sites with 

predicted kinases.  

 
 

 


