Additional data file 1. Annotation of microarray Daphnia magna genes responding to acute ibuprofen exposure.

Clone ID® Putative gene Gene symbol Species Match” Accession# _E-value _Contig”
IGU001 0032 G10 16S ribosomal RNA 16S rRNA Daphnia magna AY921452 0.00E+00 1130
IGU001 0035 FO2  16S ribosomal RNA 16S rRNA Daphnia magna AY921452 0.00E+00 1130
IGU001 0049 B12  16S ribosomal RNA 16S rRNA Daphnia magna AY921452 0.00E+00 1130
IGUO01 0053 AO01  16S ribosomal RNA 16S rRNA Daphnia magna AY921452 0.00E+00 1130
RO7CDR3EOQ7 16S ribosomal RNA 16S rRNA Daphnia magna AY921452 0.00E+00 1130
WTHO001 0003 C20 16S ribosomal RNA 16S rRNA Daphnia magna AY921452 0.00E+00 1130
WTHO001 0003 L15 16S ribosomal RNA 16S rRNA Daphnia magna AY921452 0.00E+00 1130
WTHO001_0012_A16 16S ribosomal RNA 16S rRNA Daphnia magna AY921452 0.00E+00 1130
WTHO001_0002_J23  28S ribosomal RNA 28S rRNA Daphnia magna AF346515 0.00E+00 128
WTH001_0009 HO9 28S ribosomal RNA 28S rRNA Daphnia magna AF346515 0.00E+00 128
WTHO001 0014 N15 28S ribosomal RNA 28S rRNA Daphnia magna AF346515 2.00E-70 128
IGU001_0051_A10  5-ucleotidase-related Nt5 Anopheles gambiae XP_308620 1.00E-24
R14PHR1A09 Actin Act Daphnia magna CAB99474 1.00E-70
WTHO001 0007 L13 Actin Act Apis mellifera XP 001121105 7.00E-23 3
WTHO001_0009_AO5 Acyl CoA synthetase ACS Apis mellifera XP_395996 8.00E-34 671
IGUO01 0034 C11 ADP/ATP translocase ANT Aedes aegypti ABF18037 3.00E-139 49
WTHO001_0009_002 Alpha amylase amyA Corbicula fluminea AAO17927 3.00E-36
WTHO001 0005 C13 Astacin (zinc metalloprotease) ASTFL Drosophila melanogaster AAM29490 2.00E-33 809
IGUO01 0002 E04  ATP synthase a chain atpB Daphnia pulex NP 008625 4.00E-07
IGUO01 0048 A07  ATP synthase a chain atpB Daphnia melanica ABD19465 9.00E-28
WTHO001_0011_G12 ATP synthase a chain atpB Daphnia melanica ABD19465 1.00E-22
WTHO001 0009 J10 Bovine pancreatic trypsin inhibitor domain BPTI Danio rerio AAI15336 2.00E-18
IGUO01 0028 A09  Calcification-associated peptide-2 precursor cap-2 Tribolium castaneum XP 973761 8.00E-08 106
WTHO001_0012_EO06 Calcification-associated peptide-2 precursor cap-2 Tribolium castaneum XP_973761 8.00E-08 106
WTHO001 0002 H09 Carboxypeptidase A2 CPA2 Strongylocentrotus purpuratus XP 786036 3.00E-21 800
WTHO001 0007 JO9 Cathepsin L-like protease precursor CATL1 Artemia franciscana AAV63977 3.00E47 389
WTHO001_0011_J11 Cathepsin L-like protease precursor CATL1 Artemia franciscana AAD39513 7.00E-24 389
WTHO001_0003 J14 Chitinase Cht Tribolium castaneum ABG47448 7.00E-73 961
WTHO001_0006_HO05 Chitinase Cht Apis mellifera XP_395734 3.00E-22 961
WTH001_0007_H23 Chitinase Cht Apis mellifera XP_395734 2.00E-33 961
WTHO001_0007_N19 Chitinase Cht Litopenaeus vannamei CAAT75309 1.00E41 961
WTH001_0009_A13 Chitinase Cht Dermatophagoides pteronyssinus ~ AAY84564 7.00E-34 961
WTHO001_0009_G16 Chitinase Cht Anopheles gambiae EAT45796 3.00E-32 961
WTHO001_0009_MO05 Chitinase Cht Drosophila melanogaster AAM50881 3.00E-26 961
WTHO001_0009_N10 Chitinase Cht Apis mellifera XP_395734 2.00E-38 961
WTHO001_0010_0O15 Chitinase Cht Ixodes ricinus AAQ93649 2.00E-18 961
IGU001_0028_B02  Chitinase Cht Tenebrio molitor AAP92418 2.00E-36 132
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IGU001_0050_G10  Unknown
IGU001_0051_C06  Unknown
IGU001_0052_A02  Unknown
IGU001_0052_D12  Unknown
IGU001_0052_E08  Unknown
IGU001_0055_D11  Unknown

RO1CDF1B02 Unknown
RO1CDF1FO03 Unknown
RO8CDR4B08 Unknown
R15LFF1A02 Unknown
RAA06 Unknown

WTHO001__0014_107 Unknown
WTHO001_0001_C23 Unknown
WTHO001_0001_J03 Unknown
WTHO001_0001_MO03 Unknown
WTHO001_0002_D02 Unknown
WTHO001_0002_EO06 Unknown
WTHO001_0002_G23 Unknown
WTHO001_0002_116  Unknown
WTHO001_0003_K14 Unknown
WTHO001_0003_L13 Unknown
WTHO001_0003_005 Unknown
WTHO001_0004_EO1 Unknown
WTHO001_0004_H21 Unknown
WTHO001_0004_J01 Unknown
WTHO001_0005_D02 Unknown
WTHO001_0005_L14 Unknown
WTHO001_0006_A14 Unknown
WTHO001_0006_E21 Unknown
WTHO001_0006_F04 Unknown
WTHO001_0006_K12 Unknown
WTHO001_0007_A03 Unknown
WTHO001_0012_MO7 Unknown
WTHO001_0013_N24 Unknown
WTHO001_0013_ 023 Unknown

&Sequences for clone ID IGU001_XXXX_XXX and WTHO01_XXXX_XXX are available on DaphniaBase [55]. RXXXXXXXXX clones are available on the website of
the Daphnia research group of the University of Reading [56]. Clone ID AD2CO06 is published on GenBank [52] under accession no. EH669342; "Non-invertebrate
species matches are indicated in bold font; “Contig sequences are available on DaphniaBase [55]. Note that some genes match more than one contig, however
multiple contig sequences match similar BLAST annotations.



