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Figure S2. Separate Neighbor-Net analysis  of the nine housekeeping genes gyrB, rpoD, pgi, gap-1,
gltA, acnB, kup, PSPTO_3994, and PSPTO_4019.Phylogenetic networks  of individual gene fragments
built  with  SplitsTree4 (27) using the Neighbor-Net  algorithm (5). One representative isolate

is indicated for each sequence type (see Table 2 for identical isolates).
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