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L Proceraea cornuta
Amphiporus sp.
Stenostomum leucops
Diclidophora denticulata
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Placopecten magellanicus
= Urechis caupo
Phoronis vancouverensis
Priapulus caudatus
55L— Pycnophyes sp.Tjarmo
Milnesium
Limulus polyphemus
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T00L— Antipathes galapagensis
Chironex fleckeri
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Apolemia sp.

—
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o Physophora hydrostatica
Nanomia bijuga
Cordagalma cordiforme
Agalma elegans
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Leuckartiara octona
Hydrichthys boycei
Pandea sp.

Turritopsis dohrnii
Bougainvillia carolinensis
Pachycordyle pusilla
Bimeria vestita
Cordylophora caspia
Koellikerina fasciculata
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Candelabrum cocksii

Hydra
Euphysora bigelowi
= Ectopleura dumortieri
E Ralpharia gorgoniae
il— Zyzzyyzus calderi

[— Dipurena
%L Scrippsia pacifica
Pennaria disticha
Cladocoryne floccosa
Moerisia sp.

Velella sp.

Porpita sp.

Zanclea prolifera
Solanderia ericopsis
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Plumularia setacea

Additional file 1. ML topology of relationships among 126 metazoan taxa, based on a
combined analysis of nearly complete 18s and partial 28s rDNA sequences. Arrow
indicates Polypodium taxa. Bootstrap values greater than 50 are indicated. Corresponding
phylogram and assumed model description are displayed in figure 2A.



