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Figure 1:  Phase contrast micrograph illustrating the appearance of two colonies of BG01 hESCs growing 

on irradiated MEFs (A).   As a control to demonstrate specificity of the primary antibodies, cells were 

exposed to Cy3-conjugated secondary antibody alone (B, red fluorochrome).   
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Figure 2:  Western blotting showing differential expression of CRMP4 and cytokeratin-8 in noggin 

treatment compared with control cells.  Although, slight in expression, CRMP4 expression shows an 

increase after treatment with noggin while cytokeratin-8 shows little if no decrease.  These data further 

substantiate both the global and the targeted MRM proteomics data shown in Table 3.  Loading control of 

GAPDH shown for comparison.   

 


