Table S1

Multiple sequence alignment (CLUSTAL W 1.83) of plant NQR sequences from Arabidopsis, Vitis

vinifera (Grape), Glycine max (soybean), Solanum tuberosum (potato) and Oryza sativa (rice).

Peptides from the predicted soybean NQR identified by mass spectrometry are underlined. The FMN
binding motif is shown in gray.
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PRRUORR

~ FMN -
MEAVTAIKP-LIRVAALSGSLRKTSFHTGLLRAAIDLTKESVPGLQIEY I
MAAATEVQP-VIKVAALCGSLRKASFENRGL IRSAIKISKEAINGMEIEYV
MAAVAGASSSV IKVAALSGSLRKGSYNRAL IRSAIELSQGRVEGLQIEYV
—----MAAQP-V IKVAGLCGSLRKGSYNRGLLNAAME ICKDSITGMEIEYV
--MEAAAARPV IRVAAICGSLRKASYNGGLLRAAAGVCEES IPGLRVDHV
——MEGSTSPKALRVAAISGSLRRGSANTGLIRAAKEICEESIPGMVIDHV

- -** - ****- * - *- - -

DISPLPLINTDLEVNGT-YPPVVEAFRQKILEADSILFASPEYNFSVSAP
DIAPLPMLNTDLEVDGT-YPPAVEAFRQKILEADSILFASPEYNYSVTAP
DISPLPLLNTDLEVNGT-YPPQVEAFRQKILAADSILFASPEYNYSVASP
DISPLPFLNTDLEVNGT-YPPVVEAFRKKIEEADCFLFASPEYNYSITGP
DISGLPLLNTDLETADGGFPPAVEAFRDKVRQADCFLFGSPEYNYSIATP
DIPDLPLLNTDMEVDDG- FPPAVEAFRASVRAADCFLFASPEYNYSISGP

** ** *** * -** R - ** -** ***** * -

LKNALDWASRPPNVWADKPAAT ISTGGGFGGGRSQYHLRQIGVFLDLHFI
LKNAI1DWASRPPNVWADKPAAT ISTGGGFGGGLSQYHLRQIGVYLDLHFI
LKNALDWASRAPNVWAGKPAA I VSAGGGFGGGRSQYHLRQIGVFLDLHFI
LKNA1DWASRPPNVWADKAAAMVSAGGGFGGGRSQYHLRQIGVFLDLHFI
LKNALDWASRGQNCWADKPAAIVSAGGGFGGGRSQYHLRQVGVFLDLHFI
LKNALDWGSRPPNCWADRAAATVSASGGSGGSRSMYHIRQVGVFLDIHFI
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NKPEFTLNAFQPPQKFDAEGNLVDEVTKERLKQVLLSLQAFTLRLQGK--
NKPEFFLNAFQPPAKFDAEGNL IDEDAKKR IKEV ILSLQAFTRRLQGK-—
NKPEFFLNAFQPPAKFNNDGDL IDEDAKNRLKDVLLSLKEFTLRLQGKN-
NKPEFFLNAFQQPPKFDSDGVLTDEETKQRLRAVLLALQALALKLKGKCE
NKPELAVKAFEQPPKFDSDGNL IDAQIRER IKQVLLSLQAFTLRLQKKD-

NKPEVFIKAHQPPKKFDSDGNLIDPEIKEELKDMLLSLQAFALRLQGKPA
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