
V. carteri CGGGGCCCUAGGGGUGCGCGGA---------GCAGGCCCGCCGCUGCUGUACAGCACAUGUACGGCGGCGGCGACCU
|||| | ||||||||||||||          ||||| | ||  ||| ||| || |||  |  || | || |  || 

C. reinhardtii CGGGACACUAGGGGUGCGCGGCAGGCGUAGUGCAGGGCGGCGCCUG-UGUUCACCACG-GCCCGCCCGCAGUCACUC

 V. carteri GU--CCGAGCUGAGAACACACCCUCAUUACUGGACCAGGUUAGGACCUGCGUCAGGAAGCGGACCCG
|   |||||||||||  | |||||||  |||| | |||||||||||||||||||||||| || ||||

C. reinhardtii GCGGCCGAGCUGAGAGUAUACCCUCACAACUGCAGCAGGUUAGGACCUGCGUCAGGAAGUGGCCCCG
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Supplementary Figure 1. Alignment of the conserved introns from the Chlamydomonas reinhardtii and Volvox carteri THIC genes above
secondary structure models for the C. reinhardtii and V. carteri THIC riboswitches. The nucleotides highlighted in red are those that have been
shown to be conserved in more than 90% of bacterial TPP riboswitches (N. Sudarsan, et al., RNA 9, 644 (2003)).
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