Supplementary Fig. 1. An alignment of the primary sequence of LGP2 and the helicase
domain of Hef. A. The alignment is designed to emphasize the six motifs found in helicases, each
in a different color. The Sequence alignmentof LG P2 (Swissp rot accession numberQ96C 10) and
Hef (pdb accession numb er 1 WP9) was camed out using NCBI's BLASTP version2.2.17. B. The
location of the six motifs within Hef is shown in two one ntations of Hef, and the colors corespond to
the motifs shown inthe sequence alignments.
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Supplemental Fig. 2. LGP2-poly(I:C)
complex A) Electron micrograp h of
LGP2-PolylC complex. LGP2 oligomers
are marked by ovals, while monomers
and dimers are marked by diamonds and
rectangles, resp ectively. The scale bar
comesponds to 318 A. The inset shows
the dimensions of one of the oligomeric
structures. B) Selected LGP2 oligomers
observed inthe micrograp hs.




