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Majority ittt ittt ittt ittt iaieiein ittt ittt taieteleteebeteinin etttk et tatetelateiebeteiaiete

T T T T T T T T

1P ZP 3P 4P SP 6P 7P 8P
Trypanosoma brucei M----QYGGGTHYGA--YA-----—--- QQQPQPQPQPHQRFPSAALKAGNVSLIPSLSKSPM--------—---——-- 49
Trichomonas vaginalis 80378 KAA - = = = o oo m o 4
Trichomonas vaginalis 80473 D-— oD m - RI------mmmmm - 5
Trichomonas vaginalis 81399 KAG- === m — oo oo 4
Trichomonas vaginalis 85323 E---mm - KN---=---commom - 4
Trichomonas vaginalis 96423 Q- mm oo 3
Trichomonas vaginalis 97465 N ettt et e e e e T T E 2
Caenorhabditis elegans AS S — — o o 4
Drosophila Isoform A K----WTMPSAISG---------—--—-————-- APHAH--------—-——-—- IPS-NEECG-------------—-- 24
Drosophila Isoform B~ -------- MPSAISG--------—--—--—————- APHAH--------—-————- IPS-NEECG----------—--—-- 20
Saccaromyces cerevisiae QSMNVQPRVLAVGGEQFFSQRQASEQHQQQNMGPQVY SPKVNRARMFPQGMPVYNTINGSVNQEMNNAYLLKQKNEPLLT 80
Arabidopsis thaliana S———-LFLK--==m oo mm e DDSIQ---------------- 11
Aspergillus fumigatus PPPVGRYGPSGLSGP--YSHLQQAHLQQQQQQQQQQQQAQHHPAHAQSANTALPPPSLGGHPGFAAGNPNTNINPFTLS 78
Strongylocentrotus purpuratus g--------- PTQTN----------m oo - EPH-------mmmmmm e 9
Schistosoma mansoni CHLCYSMHPFRELQS--ITQNGYSN-HILHTSLPESPVNPHFGKYNYRANMTVTNDSYTPGATYHNHGHTTHNH----- 72
Chlamydomonas reinhardtii S----QLASLAPQV-------------mmmm - QTRAE---------- GLTGITPA-GDTLR---------------- 29
Ciona intestinalis = J-----=--=-=----mm oo PG-QTEDP---------------- 8
Homo sapiens CAF1 ~  -------- MPAATVD------=-=-=-------—- HSQR--=== === m oo 11
Homo sapiens POP2 ~  -------- MPAALVE-----------———-————- NSQV---m—mm e 11
Giardia lamblia S o 2
Schizosaccharomyces pombe N----SNFSYPALG-----------------—-- VDGI----------------—- S-SQISP---------------- 21
Entamoeba histolytica Q----—----—--- P--YPGMEYPFMNINASPFYTGFSMQRFPQ---------- MPIMPPNRQFP--------- PYVIP 46
Plasmodium chabaudi chabaudi [DE---------------"-"-"-"-"-"-""-"-"-""""""0oi\ - 3
Majority @& = —oo——m—m oo oo oo oo oo oo m o m e m o m——m————m—————————————— == I

T T T T T T T T

9P 1?0 1}0 1%0 1?0 1?0 1?0 160
Trypanosoma brucei = = —----—--mmmmm 50
Trichomonas vaginalis 80378  ---------------—--——— oo DD-----------—--1 7
Trichomonas vaginalis 80473  —---------—-———— - 6
Trichomonas vaginalis 81399  ---------------m-mm DD---------m - V7
Trichomonas vaginalis 85323  —---------——-—-———— oo IS
Trichomonas vaginalis 96423  —---------—-————— - DD-----------—--1 N3
Trichomonas vaginalis 97465  —----—--—-—-——————— - DD-----------—--1 IS
Caenorhabditis elegans ~ -------------- SSGGAGGAGGASGAPEV----—--— == oo K-m-mmmm oo il 23
Drosophila Isoform A~ ————m-mmm oo ] il 25
Drosophila Isoform B~ -—-—--cmmmmmmm il 21
Saccaromyces cerevisiae QQQQQQQQQQQPFNIGTPVSVASLPPGLNVLQQQQQQQQQQQQQQQGVGLNRPLASQLPKHLTNQSMPPIFLPPPNYLFV 160
Arabidopsis thaliana ~ @ —-—--mmmmmm il 12
Aspergillus fumigatus GTGIANGMSVAGFTGAGDGGGSGLASHAAQIGFARGAQMQQQQLLQTHDGRLALETKAGGVKTR--------------- il 143
Strongylocentrotus purpuratus -----------——---——“ " -] il 10
Schistosoma mansoni ---THHGLLHPVHSNPSNVTALTVSQDSSQV---- === mm o= R----mmmmom - V 102
Chlamydomonas reinhardtii = & ——--—-——--— - V 30
Ciona intestinalis = = = —--—mmmmmmmmmm o il 9
Homo sapiens CAFl oo il 12
Homo sapiens POP2  comm oo il 12
Giardia lamblia = = —-cmmmmmmmmmmm - GDTSE---------—--—-- il 8
Schizosaccharomyces pombe @ ——--—-- - oo il 22
Entamoeba histolytica EPNYQNSY - - — - FT - m o m oo oo oo e e - 56

Plasmodium chabaudi chabaoudi ------------------"--"------ -~ -~~~ RTK--------mm oo i 7
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Majority RDVWASNLEEEMAKTRELVEDYPYVAMDTEFPGVVARPY - -- - -GEFRSS~ - ADYHYQTLRCNVDLLKIIQLGITLSDEK
T T T T
170 200 210 220 230 240
1 1
Trypanosoma brucei RDV SNLE[S E[ZeRl 1 DYPEVAMDTEFPGVV<P ----- Y % T, Y O TLRONVT L LK TOL G TN K EEES
Trichomonas vaginalis 80378 DVW NLE =KI|L Y VEMDTE FE RaT ] a— PVTAT--DEVIQQRAERH KIIQUGITLEDIRE)

i T8 LIEDYPYRAMDTEFPG IV@—-——{SEKET--EL. RCNVDLLKIIQRGITLIE D)
KINA L VER G VEMD TE FE RN G —— N NTP-- DR VIIHAEQ NVL LK TQuGITLE DE KIS
KIRELBEDYPYRIAMDTE FPNIAL Pl JNVORLKIT IGITLE DlAOe

ELQIAHEL PKY HYAY GUaNE: € FFLKSP TQUGITLADEENES
¢ I (QRUIGDIEN 77
LK

Trichomonas vaginalis 80473  [RaIEN\[WEQE
Trichomonas vaginalis 81399 DVWANNLEEE
Trichomonas vaginalis 85323 {4l NLEEE
Trichomonas vaginalis 96423 DVWARNLE

Trichomonas vaginalis 97465 I EEEEE KIN§LVE VRN JEFFIKSP

Caenorhabditis elegans H SNV EEEFART EDYPYVAMDTEFPGVVA]| PR QVF@\ ¢FAMVND[Y 96
Drosophila Isoform A RDVMMONLEEE| I YVAMDTEFPGVVARPVEEEts GEFRJEE ADYHYQI LRCNVDL <IIQL FMIDD 98
Drosophila Isoform B RDVMNONLEEE| I YVAMDTEFPGVVARPVEEEEE GEFR YK ADYHY LRCNVDL RERKO]RE L JIFMDDD 94
Saccaromyces cerevisiae RDVWMNYSNLASE[FAY IR VﬂTEFﬂ ARPY AN\ﬁ Pafo]Rel SBYVAN 233
Arabidopsis thaliana = VMYDNLEREM IRdﬂ l iPliVAMDTEFPQIVIRPVEEEE ILKY 1QLqI Tl SDEKES
Aspergillus fumigatus ROVWZGNLOEMAYRE L VERY PYERMDTE FPGHVARPHE i TNK- ADYHYTLRCNVDLL IQLGITL ALY
Strongylocentrotus purpuratus VWU NTNEEDVFREGEXV TV QKN KR AN S ARG | XTN--SER(QM(e 1 RCNVDLLKII (X g|F@pDQ 83
Schistosoma mansoni DRWENIEE EleMTRYRE L Ve Y VAN DTE FPGVVATTS Y ANEFEQA- N HNIKV ] GFSF 175
Chlamydomonas reinhardtii Rlz VWADNY H :'ALLWDIVEDYPYEAMDTEFPGVVA<'I KARKMMY IQL!LT 103
Ciona intestinalis VEWL ENIRY: TRUVEO Y YVAMDTEFPGVVARPRE RINEERND YO YQELRCNV LKIIQL F 82
Homo sapiens CAF1 CEMl NLEEE KT ROARGN YVAMDTE FPGVVARP) GEFRYNER ADY[® YQII LRCNVDLLKITQLGET(EY 85
Homo sapiens POP2 (@=VWASNLEEEMYKIRERIVIY YEAMDTEFPGV RPIEEEEE GEFRSSERRIDY[0 YOI LRCNVDLLKITIQLGET{ZN 85
Giardia lamblia EDVYASE LigoMolE 1K LMD Y VAEDTEFP QLSLLT IL SKHASAYAAYK I LmI X STIENSA 88
Schizosaccharomyces pombe RDVWSYINL SO EMYRT LE'<Y MDTEFPGVVAR IDYHY AN LKII§ AIRYIEE 95
Entamoeba histolytica S OVRAONNLIO EEMUYK TS E LND) YPY MDTEFPQ3EE RNttt CNMQ VDP IEH HEKQWY EjNenie [eRgIONKIN 130
Plasmodium chabaudi chabaudi DVWA FE'<DVIIS PYVAIIDTEFPQIVARPLEEEESS fNV ————— DYRYQTRCNVDLLKYTQL] SN 77
Majority GETP—P———T—————————;————CTWQFI}IFK—FNLSEDI\I/IYAQDSIELLCIQQSGIDFKKHIIEEDGIDPADFeELLMSSGLVII_

2?0 2?0 270 280 290 300 310 320

Trypanosoma brucei ~  [@EVEENC---------——————- cTWQFNFIBFILE ECfyAQDS QLtFGINEEG FAELLESSGLVLIEES]
Trichomonas vaginalis 80378  [€KVEQRI---------------- CTWQFNFKE (ONEDSTIN L LA{QSGIDHORFAEDGI AR 141
Trichomonas vaginalis 80473  [€FYETRC--------------—- CTWQFNFKE STV LLQQSGIDFKNEN FAM!!IPSGL M 141
Trichomonas vaginalis 81399  [ENRESEY--------------—- CTWQFNFKEFN 12 AENYINIE 'QSGIDFE<FY<DGI TVPMFYRNER'M 140
Trichomonas vaginalis 85323  [€GYEQRC--------------—--- TWQFNFIKE FNL]P EDMYINE STELL QSGIDF:GIE 'T.YT M 140
Trichomonas vaginalis 96423  [EKVEQEI---------------- CTWQFNF I L DM Dsﬁ SGIDAD KIFRADGI NdliM 140
Trichomonas vaginalis 97465  [ENIEKEI---------------- CTWQF NI FNILGY DMRISDS T L <§GIDI <DG LlEVSMETANERIM 139
Caenorhabditis elegans PTGDVENEN- (& S F A F SHERVEMI R AGIDETL L ONN(¢ Nel1T 158
Drosophila Isoform A [€KEEE-z-----GY---------—- TWQFNFFNLSEDMYAQDS%LL SGI[®FKKHEEDGIDP IDFAELLMSS%VL 160
Drosophila Isoform B [€KUlE-l§-----GY--------—-—- NTWQFNFKEFNLSEDMYAQDSILL QN SGI{§ FKKHEEDGIDPHIDFAELLMSS [l 156
Saccaromyces cerevisiae =~ (@NKEDN---------——————- GPSIEY: - E oS L[E R e NG RGN e F s SRS DMV 296

YAIDSTEL LzQSGIDAY KMYER G DG FAE L LMSS iV LEEE]

---------- QIWQFNAEAY
oMYAQE SEENY LN G IDANYHEQ GIDPEEFIERL L SSGL VLR

Arabidopsis thaliana
PENATDANGQPLGNSLVPA CTWQFNHF

Aspergillus fumigatus

Strongylocentrotus purpuratus -K----—- SG--------—--- FQFNHIFNL SEDMY. DSIELLGSGIEFKKHE Hepl EVDHFAHN SCEVL 145
Schistosoma mansoni €CRIVDAVSTV--—-——— oo QFNHIKE @ ADSToLLIRYSGIDFD SqiFll 237
Chlamydomonas reinhardtii -R-AANGEL---------- AIWQFNFe AL Jo ol YAQDSTEL LAQSGID : e 1l 170
Ciona intestinalis Jf----- )}/ NTWQFNFKEFNLE EDMYAQDS I L LYY S G I8 F e HERDG 1fE IR FAE L LMSSQYV LIREE!

Homo sapiens CAF1 rE----- GT-------——-- TWQFNFIgg FNLYEDMYAQDSTEL LymISGI[0 FKKHEE[: SQYV LK
Homo sapiens POP2 -S----- GI----—--—--- TWQFNFIgFNLRIEDM Dzﬂ NeWil 147
Giardia lamblia GE T P{UP{ER) [ ({OJdNML -[g DETTPLSTS NEIIY 150

Schizosaccharomyces pombe -V-——-- EA-----——-- CTWQFNHIEFNLOBDMYARSSTE L LIFNSGIDFKKHO.EY GTISPADFAE L LIN@SGL VLY
Entamoeba histolytica  [€QYgD------------—---—-- NVRELOIFNE Q{3 DTDKD E SSVIRRRIQRKS K ANl GYF KNASRI SAEBSGIEATIV ARVl 192
Plasmodium chabaudi chabaudi [¢------------------ VLPKV SN -[5 ol D SYRZY NS0 F{I K LI NG G Qs e E L L HE Gz v IVSYRIM 138
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Majority NDNVTWLTFHSGYDFGYLLKLLTC—QPLPI;ZTESEFFELLIIQIYFP—NIYD¥KYLMK————;—————————;—SC—NLKG—(IE
350 360 370 380 390 400
Trypanosoma brucei PDIR HAGYDFGYL WVGG- KM EfL QTFHALRE - CRDIRAILR - - - - - ———— -] ETELTHSLE 247
Trichomonas vaginalis 80378 IEYL PRI A - DT]Mz KE SRIERDNVVK TRERE - YD VRYMIMS T FPGI G- = = — = = === === —— 201
Trichomonas vaginalis 80473 FHS DFGYL KEL [P PETIN FHALIS YFP'YDIK YTY-ommm oo PRTEIAD-J§ 202
Trichomonas vaginalis 81399 i O T ATV SA- SilE K SDTEFAK T VKON N WA LR T GTITDQVG -~ === 200
Trichomonas vaginalis 85323 NTHLTHHSE YLLKMLTCPLPIFO T1 F PEEN ¥ D T (T —— NvDLMJETE 201
Trichomonas vaginalis 96423 NDNtﬁz@ YL KLM A-DI{HE DI SASFDRVMETME: -H Y% MIMQINPGVG---------=-—-—---- 200
Trichomonas vaginalis 97465  [BR ITHOLG YLuKL SA-{0]dM KENE AJSFEKVTIRNLNGEE -HYR LR I QQTIHNVG------ - - == === == - - 199
Caenorhabditis elegans PN TWLT SGYDFGYLLKE L - GDIRE K[ TlMCHK T L[y - TS Il LRT - - - - - - - - - - PNAS 222
Drosophila Isoform A vellz w FHSGYDFGYLLKLL DE LlESEFFIYF NIEEDIKY L MK « e- 221
Drosophila Isoform B VENT w FHSGYDFGYLLKLLTSEOS L PERE SEFF IYF NI DIKYLM ---------------- e fe 217

Arabidopsis thaliana NEN 214

Saccaromyces cerevisiae D SN TRy AAD Ll HEINTIIMN-DS 'NNKEEWWVH II ------ QEFKNPQL ss 368
TFHSGYDFGYLLKLLTCEQNLPE D

Aspergillus fumigatus D FHSGYDFGYL (RIPLPE EDFEL T|3 F PR YDIKYLM HAGRNQAVNDSPLTPAAAQI TNL[¢ 373
Strongylocentrotus pur'pur'atus 4 TFH YDF IK A-TNRE SE[R S FANRAIFIE - RIggy Vg - - - - ---—---——-- E 206
Schistosoma mansoni T FHSAYDF (QIDWMRMz DNF EFMLL Ii§ F<I I@ SE 296
Chlamydomonas reinhardtii NMITFH YDFGYLL LTAEQPLAETHOEFFELLNIYFPR DIKYL R----mmmmmmme - 231
Ciona intestinalis =N FHSGYDFGYLLKHLTNENIN L LU E S8 FFE L L{0JY15 F PRg IYDIKYEM ———————————————— 205
Homo sapiens CAF1 [@H¢VEWLS FHSGYDFGY Lt K L TIVESY L PE[S E{ F F ERI L R{M3 FPRAYT Y DR KY LMK e e 208
Homo sapiens POP2 [€DNVIWLR FHSGYDFG KLLTPENXL PE[SE[s E F{RZHI ¥ -Ap Vi qe--------------- 208
Giardia lamblia NEE lFI-ﬂDFGYL c NOIR: Y SKK Ol Dl s G L - — - - - - -- 207
Schizosaccharomyces pombe EEN ITFHSGYDFEYLL - 10 AE YEREY K T[] AR - KNI TR - - - - - - —————- SVLINSK-E 218
Entamoeba histolytica @ WLTFHSGYDFGYﬂLKLLT<L¢F<LR'FNIﬂ[ﬂK VTNQISQTYHG--------=-=—=---- 253
Plasmodium chabaudi chabaudi [NEDWKISHs GO AR TIREe- CAREHYS R INIHDHES - SLAPITQ@EI INL----—--—-——————- NIHQLS 199
Majority -~ LQEVADQL GVQRTGPQHQAGSDSL L TGLTFFKLREKYFEGNTD--K----G-LYGL--------o-- oo oo
410 420 430 440 450 460 470 480
1 1 1 1
Trypanosoma brucei - oH Y QYBHOAGSDSL LTI FK LWPVAN——N—M -------------------- 300
Trichomonas vaginalis 80378  ---SNeSTSKD[Kd § GPIYHQAGSD SYIFAACRIQs el - - - — - - — - - - VHDRFRNKSCK 255
Trichomonas vaginalis 80473  ----|MeKIN G[{EHQAGS LKVE§EHIKRQLVITDAELNN- - - - == == — e 248
Trichomonas vaginalis 81399  ---S{Ne|3W:RD{N GPYYHQAGSD SYY[YVI[E L--mmmmmm - TLEKFRNKG-Q 253
Trichomonas vaginalis 85323  ----[KeAL GPIHQAGS D LAY {0 T RV LI K Y e L =1 = 247
Trichomonas vaginalis 96423  ---S|KeSLSKE[K¢ GPYHQAGSD AACRR SRETL------—--— - THEKFRNKSCK 254
Trichomonas vaginalis 97465  ---SIKON\VZKDFD S GLLYHQAGSD <AMAE GeVL----- - LNERYRNKGLK 253
Caenorhabditis elegans B¢ L QEVADQLD Qe VRIOLYeN ARRIAAIRSNT KKQF[§ GDRWNQIAPL T J@HMF@BGSSLSLFHS ----------- 288
Drosophila Isoform A eiatats | QE VADQLISRNRY GPQHQAGSDA L L TGYAF FKY REY IH*——Y ———————————————————— 275
Drosophila Isoform B et | QEVAD GPQHQAGSDA L LTGYAFFKY REY DHAN--YHeHR(el--- - - - 271
Saccaromyces cerevisiae QQYSH @SLL B SFCQRS--— - - KLSMHKFPNGT----- 417
Arabidopsis thaliana ----n LE ERVE TCgloyXN N MMy S (i RIGI s NFg - - TGSMEN- - YSeVIRg(em- - - - - ----——-————————- 266
Aspergillus fumigatus QKSGRODIDE[XEY K AHQAGSDSLET NQLIENEKID EQY--YJeQT el - - - - - ———————————— - 431
Strongylocentrotus purpuratus ----{Ke37\y IQRIGPQHQAGSDSLLTIYe THAEKY RELE DDON--Y(eHRqeR------—--—-———--——————- 260
Schistosoma mansoni eLﬁAD \/ERIGEQHQAGSLTGTFF EEHS DQ-RVL--NL\EAl- - ---—-—- NYCPNGVSNT- 362
Chlamydomonas reinhardtii ----n LpVQRIGPQHQAGSDSLL ATFE 194; He TDGAYY--HMeVIFleR- - - - —-————————————- 285
Ciona intestinalis R GLIQHQAGSDSLLTQY TFFK 'DNEMNI (--FeHRqql-----------—-————--—- 259
Homo sapiens CAF1 | £V AE0LFNERIGPQHQAGSDSL L TQYRFFKYREY DH —-ylgHRgE]- - - - - 262
Homo sapiens POP2 Rt | OEVADQ RIG'QHQAGSDSLLTFFE'FE --YCRIR(R-----------—-—-—--—-—--- 262
Giardia lamblia | A iéﬂ -QHQAGsiLE LR HUKDNY - - — - — - - oo 245
Schizosaccharomyces pombe et | QOMIADL[OMFRTGPQHQAGSDIA L L ARIE'S'DE d SRM--L-

NIl - - - 271
Entamoeba histolytica e L ANIARNL GVQRI GIIYHQAGSDS LN T e R FK LINE Kl e 35 D015 K e Gl L] G L R e e 306
Plasmodium chabaudi chabaudi RTFSKeKISET{RSY KiaKeROJSOZXS N IVEICENEREN LI= LA DNKE DY - - Y e T GTTIKNYNNKFDDNAYKHNN 277
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Majority --=---- G m oo oo
T T T T T T T T

4?0 5?0 5}0 5%0 5?0 5?@ 5?0 5?0
Trypanosoma brucei = ------- CEDSS------ SAGTPN---------- STTIPGSGGGGGHA-----------— - 325
Trichomonas vaginalis 80378 255
Trichomonas vaginalis 80473 @ ---------- - 248
Trichomonas vaginalis 81399 253
Trichomonas vaginalis 85323  ------------—-mmm o 247
Trichomonas vaginalis 96423 254
Trichomonas vaginalis 97465 253
Caenorhabditis elegans ~ -----------—-————- SGSTSRLGD------------—--mmmmom - ETPQGLIGVPQ---------------- 308
Drosophila Isoform A ------- ETS ———————————————————— FIVNGTNFHDSNGET--------------—- oo 293
Drosophila Isoform B~ ------- €TS-—-—- - - FIVNGTNFHDSNGET--------------—- oo 289
Saccaromyces Cereviside - —o - oo oo oo 417
Arabidopsis thaliana  ------4 VENG-------—-—-—-— oo - QIVH 275
Aspergillus fumigatus  ------ QMPAMTYHMQPHQTPNLNGATIYSAAGTPSTPNTGRQTPQ---------------————— oo 473
Strongylocentrotus purpuratus ------- SA----mmm e YMQNGSAYTEENNAAPAT - - == == - mm o mm oo oo 281
Schistosoma mansoni =~ = mmmmmmm—mm oo WMQMNG--SSPQHDSE------------ 376
Chlamydomonas reinhardtii =~ ------4 €VDGA--———- - PESKGQDNGS 300
Ciona intestinalis ~  ------4 €SS - - YIQNGNPY---SAEE----------m oo 274
Homo sapiens CAF1 ~  ------o €SG-------------- - SSYVQNGTGNAYEEE----------------ommmm oo 280
Homo sapiens POP2 ~ ------4 €TG----------- - VAQKQNEDVDSAQEKMST -~ === ===-=-—m oo oo oo oo 283
Giardia lamblia = mmmmmmmmmmmm DFLTPANDHVIY----------- 257
Schizosaccharomyces pombe ~  ------ [STGSVLWH-NNSSTPQIQ- - -~ FRDLPGAHPSPTPSNAGT -~ = = == === === === m oo oo 307
Entamoeba histolytica ~ = @ -=-------mmmmmmm NDEY-------mmm oo 310
Plasmodium chabaudi chabaudi ~NNNNNNNENNSGVYYGNNNYAKKNNNNGNNTSIYGNNYSNDKNHDNNNNNQYWDGKNDIISANNNNSHYMHNNINGNNNG 357
Majority = oo oo ——m——m———————————

T T T T T T T

5?0 5?0 5?0 6?0 6}0 6%0 6?0
Trypanosoma brucei ~  ----- FSNFTGSKNAA-FPASPIMTQAVKG--=--=-==-=—= - - oo oo oo HS 351
Trichomonas vaginalis 80378 255
Trichomonas vaginalis 80473  ----------- AKNKL-FGASAIV 260
Trichomonas vaginalis 81399 253
Trichomonas vaginalis 85323  ----------- FENKI-YS----I 255
Trichomonas vaginalis 96423 254
Trichomonas vaginalis 97465 253
Caenorhabditis elegans = = @ ——--—-mmmm oo QA 310
Drosophila Isoform A -—-——--—-- NSAS 297
Drosophila Isoform B ~ -—--—--—-- NSAS 293
Saccaromyces cerevisiae DFAKY---—--mmm e QGVIYGIDGD-----=---— - m oo Q 433
Arabidopsis thaliana 275
Aspergillus fumigatus ----- HHGGNIGGALTPGGPGGVMGAFQTG---— - === === — = o oo oo KA 500
Strongylocentrotus purpuratus ----------- TAT 284
Schistosoma mansoni ~ --------- SSAGHNVSYASSIFRNNVHSAD---------—--— - - —— HSGRTSPADSTGGHKSS 415
Chlamydomonas reinhardtii 300
Ciona intestinalis ---------- YNKN 278
Homo sapiens CAF1  ———-—-——- ANKQS 285
Homo sapiens POP2 -—--- LAIINNMQQ 292
Giardia lamblia = = = —-cmmmmmmmmmmm - GFH 260
Schizosaccharomyces pombe ~— ----- PTTLTNTSSAPNFANSTFRFPPRVV 332
Entamoeba histolytica = = @ —--—---mmmmmm E 311
Plasmodium chabaudi chabaudi DLYTYVDSTNNREYMIAFSKDAVKGNIKSDVLYNLYSDMNQNNYNMMPGMNNMGTNNNFNTNICNTNNNTNGNINN 433

Decoration 'Decoration #1': Shade (with solid black) residues that match the Consensus exactly.





