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BAC BRU BUR CAN CHL CLO COR EHR ESC HEL LAC MYB MYP PRO PSE RHO RIC SAL SHI STA STR SYN VIB XAN YER

Figure S.2: Boxplot of tree length of the select-genes tree the common-genes tree from each
group. Group names are shown in the first three letters (&Xd¥B for Mycobacterium, MYP for
Mycoplasma. For each group, tree length of the select-genes tree issdafthand that of the common-
genes tree is on the right.)



