Supplementary Figure 1
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Supplementary Figure 2
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Supplementary Figure 3
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Supplementary Figure 4
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TAIR ID Coded protein U1PF BD U:’F BD U1PF BD  fragment/full (AA)
At2g39260  UPF2 + - +++ 88.23 2.29 439/1186
At1g47860 non-LTR retrotransposon family (LINE) + - +++ 71.96 1.52 1557/1560
At1g55340 expressed unknown protein + - + 44.90 1.45 205/205
At2g27080 harpin-induced protein-related + + ++ 41.86 10.72 135/260
At2g36470 expressed protein + - - 24.05 6.56 295/327
At3g29575 expressed protein + + - 22.54 8.90 231/231
At4g21140 expressed protein + - - 17.76 2.54 228/228
At5g11090 serine-rich protein-related + - - 15.58 2.88 176/217
At1g17620 expressed protein + - - 14.73 3.22 107/264
At3g23090 expressed unknown protein + - - 12.68 1.31 338/338
At3g53540 expressed protein + - - 12.05 1.55 862/924
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Supplementary Figure 5
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SMG7 mRNA levels in different silenced plants
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Supplementary Figure 6
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Last cds exon

ATGGAAACCAGCAGTTTTCTCCAATTCCTGAGCAATATCATGGACAGTCCATCTGGGGTG
ATGGAAATCAGCAGTTCACTCCAATGCCTGAGCAATATCACGGAAAGTCTATCTGGAGTA
ATGGAAATCAGCATTTTACTTCACTGCCTGAGCAATTTCAAGGACAGTCAATCTGGACAG
AAGAATATCAGCAATTTACTCCACTGCCAGATCAATATCAGGGACAGTCTGTGTGGCCAG
ACAAAAACCATCAGTCAACTCAACTCCCCGAGCAATATCAAGGACAGTCGACTTGGTCGA

AAGGGAACCAGCAAAATGGTCCACTGGCGGAACAATTACCAGCACAATCTGCATGGTCTG
* * kk kK ¥ ok ok Kk kk kkkk  x  *k * K k% *k*

First 3’UTR exon

GTCGTTATATTGTGIGA- ATCAGCATGGAAGCATAG-ATGETAAGATTGT PtSMG7 [TTATCTTGAGGTTTT---GAGAATGATTTCGGCGAATGTACTGCATC--CTTTTGCTACC
GTCGTTATCTTGTG TGAGTATGAAAGCA- - - - ATGGTAAGATAAT RCSMGT (CTATCTTTAGGTTCC---GAGAATGACTTCGGTGAATGTACTGCGTC--CTCTTGCTACC
GTCGTTACTTGGTGIGATGTCGGTTTAAGAATATTG-ACGGTATGTTTAT MESMG7 GTTTCTTGAGGATTCTTACAGATCCATTC -~~~ - = mmmm = m = mmmmmm—mmm mm
GTCGTTATTTCGTG TCATTTTGAGAGCACAG-ATGGTAAGATCAT VvSMG7 TGTTCTTGAGGTCCT--TGAGCATGGTTCTCGTGATCGTCCTGCATT -~ TTGTTGGTACC
GTCGTCACTTTGTG TCAGAATGGAAGAGTAACACGGTAAGAGCAA AtSMG7 |GTTGATCTAGGTAAT--TGGGAATGATGCAGGTGAGTGTTACGCAACGTTTATTGCTACC
GCAATTACCTTGTGEGA- -CTAGCTTGT-ACCATG- -AAGGTTAATTTTT 0sSMG7 TTGGTTTCAGGATTTGCTGAGAATCTGTTGGGAGTAAGTGGCGARGA-—-— TTGACACT
* * * * kkk * * * kpkk * * %k *
PtSMG7 AAATAC-AAACTCCAACTTAGCAGCC-TTGTCAACTTTAAAATTTAACTTTTTGTTGGAG
RCSMG7 ARATAT-GAACTCCAACTTTGCAGCCTTTGTCAA-TTTCAAATTTAATTTTGTGTTGGAG
. y . MESMG7 ------- AAACTCCAACTCAGCTTC -~ PTGTCAGTG-———————-—- ACTGTTATTGGAG
F|rSt 3 UTR |ntr0n VvSMG7 AAATTTGGAACTCCAACGTTGCAGCC-TTGTCAATGTT----GTTAAGTCTTTGTTGGAG
ALSMG7 ------- TAACTCCAAC-—-------- TGATCCTTGTTCTGCTGAAGTCTCTAGTTGGAG
0sSMG7 TGAATTCGGCCTTGATAAGTACAGCC-CTGTCAT-------~ GTAATGTTTCTTTTGGAA
* % * % % % % % % %k
PLSMG7 AGAGCCT--------- CCTTTGC-GGGCACTTGCTATT-GAACAGETAAGTATCT
ReSMG7 CATGGGTGGCTTTGGCTCTTTGC-TGGTGCTTGCTACT-GAACAAGTGAGTGTCT
MtSMG7 TTTATTTGGCCTAGACTTGTTGC-AGGAAATTGCTACTCCAAAAGGTTGGTATCA
VvSMG7 GATGGT--GIGTTGGCATCTTGC-AGGCGTGTGCTACT-AAAAAAGTGAGTATCC -
I AtSMGT TCTTTGTGGCCTTGGCTTCTTGTGGGGCACTTCCTACC-TGACGGETTEGTCCTT
" — 0sSMG7 GATGCTTGTCTTGGAAGCATAAC-AAGTGCTACCCTTG-GAACTGGTAAGTTTTG
///' T * * * * ek kR
,// xﬁ-““‘-—-\.q_, -
¥ — /
Last3UTRexon —
| " Second 3' UTR int
PLSMG-7 [ICTGTGCCAGATAACTTCAGAGCTCTAGTTGGGAGAGTGCCAGGGAATGA econ INntron
RCSMG-7 [MTGAATGCAGATTTCGCGGAGCTCTCCTGTATGGGGAAGACAAATATTGG
MtSMG-7 ATTATTGCAGTTTATACTGAGCTCTAAAGACCGAAGGAAGGAAGATAAGA
N _VvSMG-7 [ITTTATACAGATTGCACCGAGCTCCCCAGCCCAGAGGAAGAGAAATTGTG
—— AtSMG-7 ECTCTTGCAGCTATCTCTCTCTCTCTTGGGTTGCTTTACTTTTATTTCCT
0sSMG-7 [GATTTACAGGGTATGGCAGGTCTTCCAGGCTATGAAGGGGATTTTAGAT
* % %|



Supplementary Figure 7
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