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Table S1. List of Published Date Estimates Used as Data Points in Figure 2 

Study Estimated Age of 
Human MRCA (kyr) Calibration 

Cann et al. (1987)1 143–285 Intraspecific  
Vigilant et al. (1989)2 476 Human-chimpanzee split 
Hasegawa and Horai (1991)3 280 Human-chimpanzee split 
Vigilant et al. (1991)4 166–249 Human-chimpanzee split 
Nei (1992)5 110–504 Human-chimpanzee split 
Nei (1992)5 760 Human-chimpanzee split 
Pesole et al. (1992)6 400 Human-chimpanzee split 
Pesole et al. (1992)6 600 Human-chimpanzee split 
Stoneking et al. (1992)7 133 Intraspecific 
Stoneking et al. (1992)7 137 Intraspecific 
Hasegawa et al. (1993)8 211 Human-chimpanzee split 
Ruvolo et al. (1993)9 195 Human-chimpanzee split 
Ruvolo et al. (1993)9 298 Human-chimpanzee split 
Ruvolo et al. (1993)9 506 Human-chimpanzee split 
Horai et al. (1995)10 450 Human-orangutan split 
Horai et al. (1995)10 143 Human-orangutan split 
Wills (1995)11 436 Human-chimpanzee split 
Wills (1995)11 806 Human-chimpanzee split 
Krings et al. (1997)12 120–150 Human-chimpanzee split 
Parsons et al. (1997)13 6.5 Pedigree rate 
Krings et al. (1999)14 163 Human-chimpanzee split 
Arnason et al. (2000)15 170 Human-chimpanzee split 
Arnason et al. (2000)15 400 Human-chimpanzee split 
Ingman et al. (2000)16 171.5 Human-chimpanzee split 
Ingman and Gyllensten (2001)17 167–171 Human-chimpanzee split 
Tang et al. (2002)18 214 Human-chimpanzee split 
Mishmar et al. (2003)19 198 Human-chimpanzee split 
Kivisild et al. (2006)20 160 Human-chimpanzee split 

 

Table S2. List of GenBank Accession Numbers for Sequences Used in This Study 

Haplogroup GenBank Accession Haplogroup GenBank Accession 
Chimpanzee X93335 M39 AY922275 
Chimpanzee CHPMTB M40 AY922294 

E Pending, Soares et al. (in press)21 M5 AY922292 
E Pending, Soares et al. (in press)21 M5a AY922260 

H1 AY738972 M5a AY922285 
H1 AY738981 M5a AY922289 
H1 AY738982 M6 AY922296 
H1 AY738973 M6 AY922307 
H1 AY738974 Mstar AY922302 
H1 AY738975 Mstar AY922299 
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H1 AY738976 Mstar AY922300 
H1 AY738977 Mstar AY922253 
H1 AY738978 Mstar DQ404442 
H1 AY738979 Mstar DQ404443 
H1 AY738980 N12a AY289058 
H3 AY738984 N12b AY289059 
H3 AY738985 N13 EF495214 
H3 AY738986 N1d AY714008 
H3 AY738987 N5 AY714031 
H3 AY738988 O DQ404447 
H3 AY738989 P1a1a1b AY289087 
H3 AY738990 P1a1a2 AY289092 
H3 AY738991 P1a2 AY289086 
H3 AY738992 P1b1 AY289084 
I1 AY714041 P2 EF495215 
L0 AF346985 P2a AY289076 
L0 AF346998 P2a AY289080 
L0 AF346999 P2a2 AY289052 
L0 AF347008 P2b AY289091 
L0 AF347009 P3 AY289083 
L1 AF346968 P3a AY289053 
L1 AF346969 P3b AY289055 
L1 AF346986 P4a AY289057 
L1 AF346987 P4b2 AY289064 
L1 AF346992 P5 AY289063 
L1 AF346996 P6 AY289054 
L1 AF346997 P8 EF495221 
L1 AY195780 P9 DQ404446 

L1a2 AY195777 Q EF495218 
L1b1 AY195789 Q AY289085 
L1b2 AY195783 Q1 AY289077 

L2 AF346976 Q1a1 AY289090 
L2 AF346977 Q1a2a AY289082 
L2 AF346995 Q1a2b AY289075 
L2a AY195776 Q2a AY956412 

L2a1 AY195788 Q2b1 AY289079 
L2b AY195766 Q2b2 AY289089 
L2c AY195785 Q2c AY956414 
M13 EF495219 Q3 AY289081 
M14 EF495222 R1 AY714045 
M2 AY922305 R14 EF495216 

M27 DQ137411 R2 AY714007 
M27a DQ137410 R30 AY714001 
M27b DQ137402 R30 AY714032 
M27b DQ137403 R30 AY714047 
M27b DQ137404 R30 AY714050 
M27c DQ137405 R31 AY714046 
M27c DQ137406 R5 AY713983 
M28a DQ137400 R5 AY713984 
M28a DQ137401 R5 AY713985 
M28b DQ137398 R5 AY713991 
M28b DQ137399 R5 AY713993 
M29 DQ137408 R6 AY713994 
M29 DQ137409 R6 AY714028 
M29 DQ137407 R7 AY714024 
M29 EF495217 R7 AY714030 
M2a AY922306 R8 AY714009 
M3 AY922263 R8 AY714011 
M3 AY922266 S1 DQ404441 

M31a1a AY950298 S1 DQ404440 
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M31a1b Pending, Barik et al. (in press)22 S1a AF346963 
M31a1b1 Pending, Barik et al. (in press)22 S2 AY289051 
M31a1b2 AY950293 S2 AY289060 
M31a1b2a AY950294 S2d AY289061 

M31a2 EF060263 S4 EF495220 
M31a2a1 EF060264 S4 AY289062 
M31a2a2 EF060262 S4 AY289066 
M31a2a3 EF060265 U1a AY714038 

M31b N/A, Palanichamy et al. (2004)23 U2a AY713990 
M32a AY950296 U2a AY713992 
M32b DQ149518 U2b AY714020 
M32b AY950295 U2b AY714025 
M33 AY922276 U2c AY714010 
M34 AY922304 U2e AY714026 
M34 AY922274 U3 AY714023 
M35 AY922279 U7 AY714004 
M35 AY922272 W1 AY714018 
M36 AY922284 W1c AY714039 
M39 AY922269 W3 AY714043 
M39 AY922288   

 

Table S3. List of Codons Classified as Being under Selection at a Significance Level of 5%, with 
Corresponding p Values 

Gene Codon 
Number CRS Sites dN:dS p Value 

Positively Selected Codons 
ND2 2306 5454–5456 5.00 0.017 

Negatively Selected Codons 
ATP8 239 8402–8404 −3.12 0.033 
COX1 366 6162–6164 −3.12 0.033 
COX1 385 6219–6221 −3.00 0.037 
COX1 398 6258–6260 −3.13 0.033 
COX1 551 6717–6719 −3.00 0.037 
COX1 556 6732–6734 −3.13 0.033 
COX1 587 6825–6827 −3.00 0.037 
COX1 757 7335–7337 −3.00 0.038 
COX2 981 8147–8149 −3.00 0.037 
COX2 1014 8246–8248 −6.00 0.014 
COX3 1202 9747–9749 −4.18 0.011 
CYTB 1402 15107–15109 −3.00 0.037 
CYTB 1625 15776–15778 −3.00 0.037 
ND2 2121 4899–4901 −3.00 0.037 
ND2 2201 5139–5141 −3.00 0.037 
ND2 2231 5229–5231 −4.00 0.012 
ND4 2822 11903–11905 −4.00 0.013 
ND4L 2969 10677–10679 −3.00 0.037 
ND5 3018 12403–12405 −4.00 0.012 
ND5 3173 12868–12870 −4.00 0.012 
ND5 3220 13009–13011 −4.00 0.012 
ND5 3307 13270–13272 −3.00 0.037 
ND5 3380 13489–13491 −4.00 0.012 
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