SUPPLEMENTAL DATA

Table 1. Oligonucleotide and Primer Sequences (all 5' to 3')

attR_for CTTGCGCTAATGCTCTGTTAC

attR_rev ACCTTCCCGTTTCGCTCAAG

attL_for GAAAAATGAATCCGTTGAAG

attL_rev GTGATGACAGAGGCAGGGAG

HJ_R_primer AGAATTCCAACTTAGTA

P'1 TS GCATTTGTTGCAACGAACAGGTCACTATCAGGG

P'1Bio_TS GCATTTGTTGCAACGAACAGG[BIio-dT]JCACTATCAGGG

P'1 BS CCCTGATAGTGACCTGTTCGTTGCAACAAATGC

P'123 TS (50mer) CGAACAGGTCACTATCAGTCAAAATAAAATCATTATTTGATTACCATCAA
P'12[Bio3]_TS (50mer) CGAACAGGTCACTATCAGTCAAAATAAAA[Bio_dT]CATTATTTGATTACCATCAA
P'123_BS (50mer) TTGATGGTAATCAAATAATGATTTTATTTTGACTGATAGTGACCTGTTCG
P'12[Bio3]_BS (50mer) TTGATGGTAATCAAATAA[BIo_dT]GATTTTATTTTGACTGATAGTGACCTGTTCG
PR45 (WT attR forward) GCTCTGTTACAGGTCACTAATACCATCTAAGTAGTTGATTCATAG

P2_Bio (attR) GCTCTGTTACAGGTCACTAATACCATCTAAGTAGTTGATTCATAGI[BIio_dT]GACTGCATATGTTG
NC(-117Bio) (attR) GCTCTGTTACAGGTCACTAATACCATCTAAGTAGT[Bio_dT]GATTCATAGTGACTGC
PR45_mut (mutated attR for -112 and -122 insertions) GCTCTGTTACAGGTCACTAATACCATCTAATTAGTTGATTTATAG
NC(-112Bio) (attR) GCTCTGTTACAGGTCACTAATACCATCTAATTAGTTGATT[Bio_dT]ATAG
NC(-122Bio) (attR) GCTCTGTTACAGGTCACTAATACCATCTAA[BIo_dT]TAGTTGATTTATAG

PBSPML (reverse attR primer) GATGGTCGTCATCTACCTGCCTGGACAGCATGG
WT_attL (reverse attL primer) GAAATCAAATAATGATTTTATTTTGACTGATAGTGACCTGTTCGTTGC

P'1Bio (attL) GAAATCAAATAATGATTTTATTTTGACTGATAG[Bio_dT]JGACCTGTTCGTTGC

P'2Bio (attL) GAAATCAAATAATGATTTTATTT[Bio dT]JGACTGATAGTGACCTGTTCGTTGC

P'3Bio (attL) GAAATCAAATAA[BIo_dT]GATTTTATTTTGACTGATAGTGACCTGTTCGTTGC

apaLl (attL forward primer) GCAGATTGTACTGAGAGTGCACC

H= (mutated H1 site, attR) TACAGGTCACTAATACCATCTAACCAAGCCATGCATAGTGACTGC

NC resect (attR) CATAGTGACTGCATATGTTGTGTTTTACAG

P'3 resect (attL) GCGTATTTTGACTGATAGTGACC

XbaP (wt attP forward primer) (attP) GACAAAAATCACCTTGCTCTAGAGCTTITGTTACAGGTCACTAATACC
XbaP(-149Bio) (attP) GACAAAAATCACCTTGCTICTAGAGCT[Bio dT]TGTTACAGGTCACTAATACC
Xba(P1Bio) (attP) GACAAAAATCACCTTGCTCTAGAGCTTTGTTACAGG[Bio _dT]JCACTAATACC

XbaP2 (mutated attP for -154 and -144 mut.) GCGCAAGAAGTCTAGAATCACCTTGCGCTATTGCTITGTTTICAGGTCACTAAT
Xba(-154Bio) (attP) GCGCAAGAAGTCTAGAATCACCTTGCGCTA[Bio_dT]TGCTTITGTTTICAGGTCACTAAT
Xba(-144Bio) (attP) GCGCAAGAAGTCTAGAATCACCTTGCGCTATTGCTTITGTT[Bio_dT]CAGGTCACTAAT
Xba_rev (attP reverse primer) GTCATCAAACCTGTCGCACTCTAGAGAAGCACAAAG

BstP (wt attP forward primer) GCTTATCAATTTGITCGAACGAACAGGTCACTATCAGTC

BstP(P'1Bio) GCTTATCAATTTGTTCGAACGAACAGG[Bio_dT]CACTATCAGTC

BstP(P'2Bio) GCTTATCAATTTGTITCGAACGAACAGGTCACTATCAG[Bio_dT][CAAAATAAAATC
BstP(P'3Bio) GCTTATCAATTTGTITCGAACGAACAGGTCACTATCAGTCAAAATAAAA[BIo _dT]CATTA
BstPrev1 (attP rev primer) GACTGATAGTGACCTGTTCGTITCGAACAAATTG

BstPrev2 (attP rev primer) GACCTGTTCGTITCGAACAAATTGATAAGCAATGCTTTTTTAG

P'123_TS (40mer) GAACAGGTCACTATCAGTCAAAATAAAATCATTATTTGAT

P'123 BS (40mer) ATCAAATAATGATTTTATTTTGACTGATAGTGACCTGTTC

P'12[Bio3]_TS (40mer) GAACAGGTCACTATCAGTCAAAATAAAA[Bio dT]CATTATTTGAT

P'12[Bio3]_BS (40mer) ATCAAATAA[BIo_dT]GATTTTATTTTGACTGATAGTGACCTGTTC

P'12_TS (40mer) GAACAGGTCACTATCAGTCAAAATTTGATTTCATACCATA

P'12_BS (40mer) TATGGTATGAAATCAAATTTTGACTGATAGTGACCTGTTC

CM7COB' (HJ) GATCGAGTGTATTGCAGCTTTTTTATACTAACTTGAGCGG

CM7BOC' (HJ) GAACTCTGCTTATTTATACAAAGTTGGATCACAATGAA

CM7C'OC (HJ) TTCATTGTGATCCAACTTTGTATAAAAAAGCTGCAATACACTCGATC

CM7BOB' (HJ)_ CCGCTCAAGTTAGTATAAATAAGCAGAGTTC

CM7BOB'_Fluor (HJ) CCGCTCAAGTTAGTATAAATAAGCAGAG[Bo-FL]TTC
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