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AK093635: 1 Kb

GGGTGGCTCG CACCTCTAAT CCCgGCACTT TGGGAGGCCA AGGCGGGCgG 150

ATCQCCTGAg GTTAGATATT CAAAACCGGC CTGGGCAACG TGGTGggATC 200 )

CCATCTCTAC TAAAAATACA AAAAAAAAAA AgTTAGCCAG GCATGGTGGC 250 | 9-14 edits reported

gGTCACCTGT ggTCCCAGCT ACTCGGGAGG CTGAGGCgGG AGAACCGCTT 300

GATCCCATGA GGCAGAGGTT GTAGTGAGCC gAGATTGCGT CCTTGCATTC 350
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PEGFP-IRAlus-Nicn1 r EGFP — o —ffm——  polyA .

<— RT-specific primer
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151 171 191 211 231 251
Genomic DNA ATCACCATGCCTGGCTAATTTTGTATTTGTAGTAGAGATGGGGTTTCTCCATGTTGGTCAGGCTGGTCTCAAACACCTGACCTCAGGTGATCTGCCTGCC

ATCACCATGCCTGGCTAGTTTTGTATTTGTgGTgGAGATGGGGTTTCTCCATGTTGGTCgGGCTGGTCTCAgACACCTGACCTCAGGTGATCTGCCTGCC

AK094248

Seq. 1 ATCACCATGCCTGGCTAGTTTTGTgTTTGTAGTgGAGATGGGGTTTCTCCATGTTGGTCgGGCTGGTCTCgggCACCTGACCTCgGGTGgTCTGCCTGCC
Seq. 2 ATCACCATGCCTGGCTAATTTTGTgTTTGTAGTgGAGATGGGGTTTCTCCATGTTGGTCgGGCTGGTCTCggACACCTGgCCTCgGGTGATCTGCCTGCC
Seq. 3 ATCACCATGCCTGGCTAGTTTTGTATTTGTAGTgGAGATGGGGTTTCTCCATGTTGGTCgGGCTGGTCTCggACACCTGACCTCAGGTGATCTGCCTGCC
Seq. 4 ATCACCATGCCTGGCTggTTTTGTATTTGTAGTgGAGATGGGGTTTCTCCATGTTGGTCgGGCTGGTCTCggACACCTGACCTCgGGTGATCTGCCTGCC
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