Khoudoli et al, Supplementary Figure S2

A. FCM cluster E1

Untreated Geminin Rocovitine Peptide number
13 1 01 0 1 @il50925135 leucvl tRNA svnthel
5 1 [ 0 | «il51950153 CCD62. coiled-coil
2 1 01 0 | il27696436 ILF2. interleukin i
2 1 [ 0 | «il29126828 ILF3. interleukin ¢
12 1 01 0 1 el 7019810 HMG-17. hiuh mobdil:
10 1 01 0 | eil62740091 Unknown MGC: 114755
4 1 01 0 | @l28175297 HSPASh-vwrov mroteil
10 1 01 0 1 wil150416240 UPKlb-nrov protein
2 1 01 0 | edl49117138 VASP. vasodilator-:
35 1 27 1 0 | «il49256046 VDAC3. similar to ]
E— 17 1 10 | 6 | ail56269977 similar to ODF2. Li
11 1 10 1 11 | il4630797 human Ku70 autoant:
670 | 684 1 411 | wil47939759 TOPOIIa. LOC39§512
32 1 44 1 49 | @il47122916 transcrivtion texm
69 1 34 1 21 1 ail 562793 KIF4h. kinesin-lik
107 1 107 I 41 | wril1722855 SMC4. Structural m
68 1 106 1 28 | «il3764087 XCAP-D2. 135S conde:
42 1 59 | 28 | wil4191596 XCAP-G. chromosome
W06 1 108 1 47 | edi1722856 SMC2. Structural m
23 1 37 1 14 | «il33417152 BRRH1. barren homo.
18 1 22 1 21 | «dl57791612 TREACL ITCOF1 |CAM
33 1 14 1 8 | oil37651319 UROPLAKIN IIT
16 1 21 1 20 1| eril1403585 histone H1D
11 1 23 1 23 | wil36270197 microsomal alutath
26 1 10 1 1 | «il6901503 kinesin KIF22
Tl 138 | 141 | gi]1e33928 (DCe, cell divisiol
] ] ]
Time
B. FCM cluster E2
Untreated Geminin Rocovitine Peptide number
121 01 0 | «il30415295 Ina-RA-wrov nrotein
1271 01 0 | eil27882654 Hmeh3-nrov nrotein
I 101 01 0 | eil34035234 similar to 163%idl la
1121 01 0| «il27696268 Ina-B-nrov wrotein
I 16 1 o1 [} ail 64491 51 KD cvtokeratin tvm
l 1111 o1 01 oild416376 putative siomal trand
I 181 01 0 | wil49899139 similar to wewhvrin, ]
1121 01 0 | «il28302305 Mrlch-nrov nrotein
I 331 o1 ol wil 359620 sperm-snecific basic )
I 91 0 01 il 28278605 Chocll-nrov nrotein
1 21 o1 0 1 «il51950193 zinc metallowroteinas:
I 21 01 0 | «il27503211 Eif3séin-vrov nrotein
I 81 01 01 «il49256539 RibosomalL37e. MGC829'
I 131 01 201 i 1359622 sperm-swecific basic )
] I 31 141 01 ail37589364 similar to Dvmnactin-1
1121 171 01 «il2062609 middle molecular weigl
I 201 411 44 | «il50416397 Hira-A nrotein
I 90 1| 66 1 44 | «il51703659 ATP-binding cassette,
1 280 1 252 | 216 | wil54035281 B4 vrotein. Linker hi:
K 1 119 1 43 1| 44 | il 27881711 HMG-X wrotein. MGC525
: I 53 1 138 | 143 | oil3288648 ORC4. oriuin recoimit:
i I 142 | 303 | 335 | «il1621291 ORC1. oriuin recoomit:
) I 89 1 147 | 175 | wil27735471 ORC3. Oriwin recoumit:
i I 311 112 | 121 | oril66910686 ORC5. orioin recommit:
I 45 1 116 | 130 | «il34038187 ORC2. oriwin recoimit:
| 222 1 256 | 229 | il 65190 UBF1, wnstream bindin
I 106 1 134 | 101 | «il28302175 xualectin-VIIa. MGCH2!
I 301 401 34 1 il2499719 Vdac2. Voltage-depend:
1 192 | 174 | 163 | «il51258124 PEM2 wrotein
I 571 89 1 62 | oil33417104 Plasticin 194% identl
I 381 351 38 | oil38051848 PEM2. wvruvate kinase
I I 94 1 120 1 85 | «il3660672 nonmuscle mvosin II
I 121 171 23 | ail4096593 cvtochrome c oxidase |
I 121 15 1 11 | «il49114760 wrowesterone recentor
I 71 251 12 | «il29351607 UOCRC1. ubicuinol-cvts
I 351 611 38 | il54261462 similar to enithelial
I 431 611 61 | «il49522162 SPFH domain family, m
1 127 1 144 | 109 | «ril 28277305 Vimd wrotein
E I 16 1 01 27 1 «il49256557 Hvdroxvacvl-Coenzvme |
201 01 341 wil48735038 Aurcra A. Serine/thre
| 45 | 0] 16 | gi|47937788 histone H2R, replicat:
-~ ]

Time
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C. FCM cluster E3

Untreated Geminin Rocovitine Peptide number
14 | 01 0 | ril48735062 Conine III. like MGCE:
18 | ol 0 | oll 24302360 ELf2=1-nror nrotein
18 1 [ ] 0 1 ail54035194 scinderin. wgelsolin |.
16 | 01 0 1 oril27735378 Hsndl nrotein
20 | 01 0 | crild9257610 BAB6E . member RAS once
11 1 [ ] 0 1 ¢il51261919 Rabld-vrov nrotein [
16 | 01 0 | il50418411 Ertl6-wrov nrotein
11 | 01 0 | il32450490 Bpl3d-nrovr nrotein
71 ol 0 I il 33355444 nrotein vhosnatase 31
50 | 01 01 il 64864 XK endo B keratin
20 1 01 13 1 eil27552836 keratin 12 . MEC53311
30 1 01 26 | til32450165 Vrkl-vror vrotein
16 | [} 9 1 «il1729803 beta 1 subunit of hets
32 1 01 19 | «il33331485 ferritin heawv chain
62 1 ol 251 il 559623 sperm-snecific basic 1
0 1 01 321 oill1384124 swerm-snecific nuclea
22 | 01 15 | «il50604005 Des-wrovr wrotein
19 1 01 17 | «il51874069 similar to 605 ribosm
11 1 01 15 | wil21469685 Smrplif-vending-nror 1
10 | 01 16 1 oil531593215 unknowvm5 LOC446925 pra
201 2001 01 il 27881747 Eif2s3-vror nrotein
46 1 19 1 0 | oril54261576 keratin comlex 2. bha:
20 1 421 0 1 gil19117926 F-actin capning wrote:
24 1 151 0 1 il 52221158 Ribosomal nrotein L3-]
49 1 48 1 01 il 65054 ribsomal wrotein S19
19 1 141 01 cild9257242 polv-h bhinding protei:
201 181 81 oil3?55067 Ral B nrotein
35 1 24 1 18 | eil46250135 activated FHA pmolvmer:
96 | 66 1 59 | odl1334661 HADI+| ADP-rihosvltra
21 1 108 1 1160 1| oil1016758 transcrintion factor i
48 1 411 35 1 wil 66910988 UnknowvmS laal 84-1541
46 | 511 51 1 il2134146 RCCL protein - RAfrica
521 351 241 ail 214157 DHA-binding nrotein
32 1 251 221 odil1175534 ¥-box binding nrotein
43 1 46 1 43 | «il16329916 Mvosin alkali light cl
271 351 391 ail 65243 keratin B1
97 1 471 39 | oil50414599 Gvel, Glvcowenin 1 MGY
46 1 301 34 1 oil27469618 Hlix-wrovr protein
59 1 631 441 ail64771 Histone H1 |Clone XLH!
811 571 461 ol 545362 H1R
25 1 211 23 1| ull27881763 Rosl2-nrov nrotein
W1 281 19 1 oil33563034 vitellowenin B1
1071 811 95 1 oil2072290 XL-IHCEHP
120 | 119 1 131 | il 21898550 aurora B
111 131 9 1 ild47559056 Ran 1A GTPase
76 1 91 1 61 | oil2737086% Canzb-nrov nrotein
142 | 168 | 107 | oil27696928 Similar to ARP2 actin
110 | 136 | 82 | oil 29126978 RRP3 actin-related nn
771 73 1 44 | «il49522851 Rctin related nrotein
411 521 331 il 64909 nuclear actin-bindime
64 1 74 1 54 1 ¢mil33d416674 actin-related onrotein
62 1 46 1 13 1 oil50414831 actin related nrotein
45 1 33 1 31 1 oil51035220 keratin 1 MeC:54123]
19 | 26 1 24 | il 27882460 Atphcl-pror protein

Time
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D. FCM cluster E4

Untreated Geminin Rocovitine Peptide number
_ 49 1 371 35 1 il 71051860 605 ribosomal protein
M1 361 33 1 oil54648189 Itml nrotein
32 1 171 25 | uil3TM47686 ras-related GTP-hindil
311 501 52 1 oil 28436786 BRPH2. Rihophorin IT M
112 1 651 851 uil 64626 keratin 7
63 1 701 69 | «ill13111394 larval keratin XK
56 1 32 1 39 | ¢il38174032 Proteasome Inrosome. 1
42 1 69 1 55 | wild46249663 nroteasome 265 non-ATI
127 1 114 1 109 | il 28436792 Atndh-nror nrotein
322 1 1911 173 | oil49119345 cortactin. MECS0961 m
1710 | 163 1 137 1 oil51258410 AtnSal. ATP svnthase
68 1 108 1 T8 1 oil 767179762 Mrncla-nror protein
—[ 66 1 69 1 3551 il 64937 nucleolin
I 63 1 761 63 1 ail 295699 nucleolin
25 | 201 11 | «il49900028 ribosomal vrotein L38
E 20 1 471 34 | 1151593241 ATP svnthase. H+ tran
22 1 311 21 | eil54038148 Rcly. ATP citrate lya:
11 1 19 1 13 | «il27882650 Xronllc nrotein
69 1 63 1 51 1 1149115923 chaneronin containimg
_ 26 1 18 1 19 1 o«il33014729 small GTP hinding nrol
ol 56 1 38 1 40 I oil32450077 Rewli%a-wror nrotein
21 401 350 1 oil50369177 ribosomal nmrotein L31
— 43 1 351 45 | oil 32450347 Bns15-nrov nrotein
381 251 21| wil62860244 rihosomal wrotein L22
54 1 211 111 il 214113 elongation factor-1 a
511 26 1 23 | «ild#734620 HAC-alnha. Hascent mol
321 331 38 | oil32450616 formiminotransferase
24 1 231 32 | «il51873963 ribhosomal nrotein L36)
53 1 411 37 | wil50603982 Ribosomal nrotein 523
64 1 39 1 41 | oil 32450055 ribosomal wrotein lar
39 1 53 1 63 1 til5060406% BPL1?. rihosomal nroti
. — 11 1 13 1 15 | ail27735478 Eif2h2-nror nrotein
40 1 39 1 26 | oild9119563 enabled wrotein . MGC
D 46 1 301 31 1 ocil50370363 605 rihosomal wrotein
— 241 181 0 1 will5294075 405 ribosomal nrotein
16 1 17 1 0 | «il50418008 Lthddh. leukotriene h:
—1 59 1 281 0 1 ¢ild71248385 hvaluronan binding nri
18 1 15 1 0 | oild6249880 similar to I190%idl Hel
68 1 ol 01 oil371468539 hvaluronan binding »ry
29 1 I | 0 1 til62858613 ribosomal nrotein 523
12 1 [} 01 ail 62185616 eukarvotic translatim
17T 1 L} 01 oil5467371368 Coned nrotein . conim
12 | oI 0 [ il 32450464 ribosomal nrotein L3N
14 | (I | 0 I il 28302246 ferritin light chain
10 | 01 01 oil 64489 428050
28 1 [ ] 0 1 ¢il49114964 simil=r to 605 acidic
85 | L] 0 | oil23981345 Ma:bh02edd-nrovr nrote:
311 01 0 | wil28436776 Bnll5-nrov protein
31 {1 | 01 oil6006268 TAF-Ihetal
22 1 01 13 | wild49522258 similar to 153%idl cw
341 01 17 | wil83318284 similar to nuclear aul
18 1 ol 9 1 ail50604253 Rabsh-nrov nrotein
15 | 01 10 | ail49522151 Keratin 14 . MGCE4118
20 | 01 15 | wil27882053 Gdi2-nrovr wrotein
34 1 01 221 wil50603991 Bus21l-nrov nrotein
23 | 01 18 | wil 50603604 heat shock T0KD nrote:
10 | 01 12 | «ild46250141 THF?. formin inverted
21 | 0] 20| gi|27881782 Pygm?-prov protein
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E. FCM cluster I1

Untreated Geminin Rocovitine Peptide number
I 3001 321 23 1 oilj4647564 KIF23 nrotein. Isimili
I 201 351 40 1 eil50418317 Dek vrotein LOC398543
b 471 631 90 1 wild7125144 unknown |Forkhead asss
I 121 111 15 | il 25990717 survrivin
I 59 1 611 102 | 150927215 similar to PRC1. proty
1 268 | 80 1 179 | oil 23278084 MCHT-nrov nrotein
) 1 286 | 66 1 138 | oil 84706862 MCHMI. MGC: 1321641
1 243 1 64 | 130 | el 24374172 MCH2-nror brotein
I 253 1 68 1 116 | cdil49115034 MCH4, Cdc?l protein
I 247 1 69 1 120 | odil1753195 MCHS . x(DCdb
12911 731 121 1 el 58177833 MCHM6. LOC398071 nrote:
1 91 71 0| oil33197317 smoothelin-Clsimolar 1
—E I 201 131 0 | wil49903694 Rac GTPase activatino
I 131 151 01 oild7682278% Phosvhodlveerate muta:
1 16 1 (I | 0 1 il 59889672 DHA-denendent DHR hel:
I 121 ol 0| oild49522821 AR, MGCE4172 nrote:
1 14 1 L] 01 oild9522910 similar to AMXAL. LOC:
1 13 1 L] 0 | wil19898877 Becandl-vrovr wrotein
! 51 o 0 1 gild7940239 cardiac mvosin heawvy 1
I 91 ol 0 1 il 28316404 Sme6. structural maind
I 121 ol 0 1 oil49118667 Ect2, enithelial cell
I | 31 o1 0 1 oil33417071 Prcl-nrov nrotein
I 41 ol 01 oild7124687 Ptonl2. wrotein tvros:
E— | 0] 0] 51 gil62826019 Serinefarginine repet:
— ] ]

Time

F. FCM cluster 12

Untreated Geminin Rocovitine Peptide number

d 1 61 01 0 | il 64303290 RECOL4-helicase-like ©.

I 111 ol 01 il 53701913 MCM10n. LOC398196 nrot
I 14 1 01 0 1 il 29612475 Dnanol-alvhai0-prov pr
1 211 [ ] 01 oil210267% RHD-1 nrotein
1 111 [ ] 0 | il 23703913 Pold2-nrov nrotein
1 41 01 0 | il 66912072 POLE? nrotein
1 91 01 0| oild6249§42 gimilar to CTF1§, chre
1 T1 [ ] 01 odl3789855 Cdc45

—1 I 201 o1 0 1 il11493740 DHA nolvmerase epsilor
1 51 01 0 1 oild6249482 5145, MGCE1062
1 51 ol 0 1 cild9115760 RHaseHII. LOC443655
1 361 01 01 oil1079288 DHA mismatch renair mnr
1 291 01 0 | oil54399508 DHA mismatch repair pz
1 81 [ ] 0 | oil50415212 POLD3 nrotein
I 36 1 01 0 | wil51895814 DHA wol B. MGCEILE0 m
1 26 | 01 01 oill490§70 5' nuclease XFEHla
1 441 ol 01 oil1106480 DHA ligdase I 1Polvdeo>
I 41 ol 0 1 oil50414931 nolvmerase IDHA direct
T 151 o1 0 1 wil57032570 DHA vrimase . n36 subur
1 61 o1 01 oil4884906 exonuclease Exol
1 31 [ | 0 | «il49119142 snFEHF E. small nuclear

— [ | 31 0 1 «il6273337 DHA methvltransferase

N I 211 1711 0 1 il 11493738 DHA polvmerase alnha
1 301 01 20 | ¢il49117945 FFCH. MGCE0325 nroteir
1 201 16 1 12 | cal67514211 Bfc3d. MGC:11500H
1 56 1 24 1 31 1 oil$&3405203 Hn95 Isimilar tol. I
I 401 651 50 | wil 66910831 DHA tonoisomerase IB.
I 3% 1 361 19 | oil34097966 RFC1. replication fact
1125 1 54 | 48 1 il 27371153 PCHA. MGC53867 proteir
I 271 251 2711 wil4712470% BFC2. MGCE1391 nroteir
| 18| 341 46 | gil3$303806 UV-DDB 1, MGC66176 prec
— ] ]

G. FCM cluster I3

Untreated Geminin Rocovitine Peptide number

— I 231 141 14 | oil47124844 Aled. Asparawine-linke
I 241 301 46 | gild0417418 nrohihitin 2. MGC7902!
I 201 121 251 #il63101219 Rad23b. UV excision m
F 1 951 46 1 65 | ¢il 66910873 Dasran nrotein
1108 1 901 &8 | wil80476302 XL-THCEHF. MGC: 132075
I 941 961 123 | «il?23422163 P1k-vrov nrotein
2101 221 19 | oil 54311283 ViMP-associated nrote:
I 691 681 127 | wil50418325 TPX2?, tarcetina nrote:
I 371 511 371 oil49256548 Efhdl. EF hand domain
I 811 581 %6 | ail27371199 Ywhab-nrov nrotein
I I 521 401 371 il27697028 nl0d co-activator, Sti
I 211 241 26 | oill1044938 BHA helicase n54
1 201 251 30| wil49116234 Eukarvotic tramslatio:
—_— — 1 43 | 42 1 32 | wil48734630 RFA2. repnlication prof
I 611 311 381 wil4850268 tronomyosin
 — 1113 | 122 1 12 | oil4586285 DUF37
B 1 208 1 172 1 106 | oil4586267 DUF140
1 211 01 201 wil?7748113 Proteasome subunit hel
1 19 1 01 0 1 ol 38014497 cortactin. MGC6E7TT m
I 91 ol 01 il 37181026 transworter associated
1 91 01 0 | cril 30476833 La wrotein form B . 1
1 8| 01 0 | il1199225§ cvtonlasmic dvnein Lix
1 16 | 01 0 | il 68534410 Bt£314. basic transcr:
1 81 01 0 | il21842301 BHA-binding nrotein L:
| 161 141 0 | gil62740244 smoothelin |MGC:11500:
] ] ]

Time
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H. FCM cluster L1

Untreated Geminin Rocovitine Peptide number
21 19 16 wil121921 Histone H1l 1Clone XLH!
53 46 69 il 32522847 P4hb. nrolvl 4-hwdrox
od 41 50 il 54261578 Pnib. wentidvlvnrolvl :
16 19 45 il49118443 Dolichyl-dinhosphoolis
24 24 29 uil49115952 neroxiredoxin 4 . MGC
(1] 38 31 il 33569659 Transketolase . MGC691:
57 49 41 aild873165%6 Peroxiredoxdn 2 , MGC:
Lt 56 61 il 793886 Ccta
16 22 14 oild 7931182 similar to vweroxiredo:
4an 39 3 aild9670417 Cnidn2-wrov nrotein
60 35 37 aild9256128 alvha olobin larval-1
&7 49 52 il 27303418 Ckbh-nrov nrotein
17 &6 a1 oil19115344 alucose whosphate ism
118 4 93 ail 27803582 heat shock nrotein
64 41 45 | oil51258565 HM23 fnucleoside dinho:
130 31 30 il 24415373 ulveeraldehvde-3-phos)
58 410 33 il 28461382 Tni-provr nrotein
158 112 96 oil 32450571 Enol-nrovr nrotein
55 117 36 ail19255977 nroteasome 265 AIPase
21 25 21 ail 27694605 Psmbl-nror nrotein
44 il an il 32450569 Psmci-wrov nrotein
23 36 33 ail 27924244 P=midl2 nrotein
iyl 53 50 ail 72679350 Grhnr. Glvoxvlate red
36 21 2§ ail 26279997 Iff-2-vrov nrotein
58 52 47 all38494277 265 nrotease remulato
42 32 22 il 51965292 205 nroteasome alvhal
161 103 106 oail49257632 Dbnl . Drebrin-like, 1
1 18 46 il 27924414 Ywhao-wrov nrotein
133 101 87 il 25422238 Dbnl-vrovr nrotein
4885 495 319 oll 64509 actin alvha 1
11 33 23 ail12004636 nontin. RuvBl
107 18 88 | wil27924430 Ywhae-wrovr nrotein

wil1360640 14-3-3 zeta nrotein

aild9115856 nroteasome 265 non-AT]

ail 30414753 Tubulin alvha-4. Mec-:

il 27135456 Rlvphatub$db-nrov prots
il 65167 Tubulin. alvha 7

il 32484306 Poib-vror nrotein

wil19256138 alvha alobin larval-1
wild49671160 hctrla-wrovr nrotein
il 28173291 HHRFDL . Heteroueneous
mil150411528 suwmwression of tumorii
ail46015180 Chain F. Crvstallooara
ai 530603936 remlication-devendent
il 34765262 histone H2h. rewlicat:
il 6114842 oocvie membrane nrote:
wil1827918 Calmodulin. Hmr . 30 54
ail49257602 Hnrpah . Heteroweneouw
il 2055299 nroteasome subumit ¥
uil 32484244 Eefla2-nrov nrotein
ail37589394 14-3-3 vrotein oamma
il 77415531 Tvrosine 3-MONMOOXVEN
ail 76719984 alvha-tubulin isotwme
all27695011 similar to |54%id| pr
il 38176377 schnurri 1

ail 32450266 Bns21-nrov nrotein
wil416249508 Leucine aminonentidasi
ail58399498 simdlar to adinose-tw
ail 76719507 Recentor accessorv nr
gi| 84570093 signal sequence recep!

=

coocoocooeokeo s

I 1 I
1 1 1
I I i
| I I
| I I
I 1 I
I 1 I
1 1 1
| I I
| I I
1 1 1
| I I
| I I
1 1 1
I 1 I
I 1 I
1 1 1
I 1 I
! ! 1
1 1 1
| I I
| I I
1 1 1
| 1 [}
1 1 1
1 1 1
I I i
| I I
1 1 1
| I I
16 | 620 | 619 | adl54035188 actin beta . MGCH2661
| I I
| I I
| I I
] I 1
I 1 I
I 1 I
1 1 1
| I I
| I |
1 1 1
I 1 |
1 1 |
1 1 1
I 1 I
I 1 I
1 1 1
I ! ]
| I I
1 1 1
| I I
1 1 1
1 1 1
I 1 I
I 1 I
I ! ]
| I I
| I I
] I 1
I 1 I
| 1 |

sooocooosoooo o

Time
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. FCM cluster L2

Untreated Geminin Rocovitine Peptide number
39 1 01 01 ail49114898 Hom-A nrotein
42 | 01 0| ail66269747 nucleosome assembly
19 1 01 01 oil27696290 Tntl-nrov nrotein
16 1 01 0 | oild9115501 Arx-3and3nl2?. actin 1
16 | 01 0 | oild8428951 [Seament 2 of 201 Imn
21 1 01 0 | oild9903986 Actn3-wror nrotein
10 1 01 0 1 oil1352437 Eukarvotic translatiom
19 1 01 0 ) oill1874759 whicuitin activatineg «
15 1 211 0| adl27924440 frx-3and3inl22-nrov nri
191 311 0 | oild6249478 nucleosome assemblv m
42 1 27 1 0 | ail27697049 Han1lll-nrov nrotein
197 1 228 1 267 | «il47122943 Tubulin. alvha 4 . M
20 1 291 34 | «dild47124671 RanBP?. immortin 7. M
134 1 139 1 228 | aild7662287 cvtoskeletal keratin :
205 1 183 1 291 | oil28278602 Kxrt§-nrov nrotein
113 1 82 1 154 | oil32766495 Krtld-nror nrotein
281 221 16 | ail54261501 Proteasome Iprosome, 1
86 1 61 1 85 | odl283436918 P4hb protein
200 311 28 | adl56270462 nroteasome Iurosome. 1
2L 1 281 20 | wil32484378 Pros26.4-nrov nrotein
1F 1 57T 1 32 1| «dl51703928 nroteasome Inrosome, 1
24 1 23 1 13 | wil27924191 Psmad-nrov nrotein
63 1 391 40 | «ail27735390 Ran-1-wrov nrotein
1 451 41 | uil?71682400 nroteasome 265 non-AT]
222 1 220 1 131 | oil50418010 Actnd-mrov nrotein
97 1 801 62 | aild7124694 ACTH1 wrotein MGCH119:
49 1 471 29 1 a1l504176%1 alvha-actinin . M&CI9
221 18 1 17 | «dil47123008 Hovel olutathione S-t)
4% | 33 1 22 | adl51968294 205 nroteasome alphaé
311 331 321 il 333629 nucleonlasmin
1% 1 17 1 16 | adl31593518 H2A. MGCE5536 protein
oot 98 I 106 | il 64776 histone HIB
29 1 261 34 | oil66910860 Unknowns Inrotein for
20 1 01 13 | wild9258176 Proteasome Inrosome, 1
10 1 01 13 1 wil27696450 H2h.Z12 wrotein
29 1 01 19 | adl31M47013 cvclase-associated nri
23] 0] 19 | gi|32450305 Prdxé, peroxiredoxin |
Time
J. FCM cluster L3
Untreated Geminin Rocovitine Peptide number
11T 1 119 1 158 | il 65066 renlication nrotein h
321 13 1 15 | ail54311464 Repnlication Protein A
361 331 80 1 il 71679775 similar to Antioen KI
63 1 72 1 80 | oil1l18139836 Williams svndrome tran
235 | 283 | 279 | «ill1035016 imitation switch ISWI
g6 1 T8 1 87 1 odl49116962 BRAZ1B. bromodomain ad:
25 1 15 1 28 | «il49257363 H1101-1 protein
22 1 341 42 | aill2004634 rentin
24 | 49 1| 31 1 oild8734665 BCSC-1 . mast cell sw
12 1 22 1 23 | «il37994150 Bnt3. wroteasome 265 |
196 | 125 | 91 | wil38197331 nlastin 3 iT isoformi
361 22 1 23 | oil21952442 ulutathione s-transfe:
39 1 29 1 30 1 153402671 Aloxe3 . Arachidonate
54 1 50 1 49 | adl?6779176 S-aminoimidazole-4-can
94 | 80 1 58 | «ild6249498 Corolc nrotein
211 232 1 25 | «dl27371245 Let-16Tco-nror nrotel)
141 1 130 1 142 | uil 623602 imortin alvha la
141 1 101 1 106 | «il1079301 imwortin 2 - RAfrican «
68 I 60 I 5% ! 127881811 Xacl Icofilin 11 nroti
90 1 63 1 54 | wil27695141 Xac? Icofilin 21 nrotu
42 | 271 32 | «il51703920 P=md?. wroteasome 265
96 1 53 1 52 | uwil23422226 vrotein nhosvhatase 2
231 14 1 14 | «il49255954 nrotein nhoswhatase 1
191 151 1% ) il 238611 zinc finger nuclear nl
36 1 14 1 23 | wil50411463 Clth. Clathrim lieuht i
284 | 249 | 212 | wil49115532 Clathrin. heary polym
1011 571 5% 1 wil50603997 FSCH1 wrotein
45 1 471 1% | oil50604062 Hinl-nror nrotein
201 171 14 1 il 548574 Serimnesthreonine nrots
325 [ 292 | 428 [ oil54646594 alvha-tubulin . LOC3Y
359 1 317 1 366 | il54311209 Tubulin. beta 3 LOC49!
60 | 54 1 45 | «il49117900 tubulin. alvha & isof
211 24 1 30 | oild5126623 immortin alnha 3 nrots
26 1 01 15 | wil$3405215 EMAP-4. Echinoderm mii
38 1 01 211 oild?118079 similar to adinose-tw
22 1 01 17 | ail62027509 Thioredoxin-related ti
13 1 01 10 | oil57157217 eIF4G-related nrotein
13 1 01 1 «il2586071 kinesin-related nrote:
161 111 0| ail3T147728 similar to 165%idl cw
11 211 0 1 oil51950048 srGAP2. SLIT-ROBO Rho
200 171 01 «il27695194 Powlca-nrov nrotein
15 1 26 1 0 | ail51262162 PTKY. Protein tvrosim
91 121 01 iil1963087 nhosnhorvlase vhosbhal
16 1 15 1 0 | ail51950305 Ptk9l. nrotein tyrosii
11 | [} 0 | ail76573444 XTimelessl
27 1 01 0 | ail52139120 § unknown LOC494706 p1
13 1 01 0 | oil28436860 Pon2rila-nrov nrotein
10 | 01 0 ) oil32450579 RanBP1. small GTPase 1
| L] 0]

gi|36939185 isopeptidase T
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K. FCM cluster L4

Untreated Geminin Rocovitine Peptide number
191 24 1 29 | ail50417410 Hum50. nucleoworin 50)
171 26 1 34 | «il50418279 Huw50. nucleoworin 50]
4% 1 63 1 101 1 oil128422180 chromodomain helicase
141 211 21 | wil51704120 AB21 nrotein
671 42 1 42 | wil50603606 Fhbmd nrotein
16 1 29 1 342 | wil33188417 zinc finuer transcrip!
. 621 511 41 | ail66911167 HELLS nrotein
- 191 321 47 | «il47682934 nucleoworin 160kDa . 1
2001 52 1 71 1 «il29387027 nlectin 1 isoform 111
251 13 1 26 | «il49118559 similar to Hucleomori:
| = 114 1 83 1 84 | «ill12230782 WD-reneat wrotein 1 1)
111 10 1 13 | «il48228954 ISeament 5 of 20] Tmp
1271 M1 761 wild3is170 fascin
16 1 36 1 29 | wil50414519 RaelfGle? protein
— 234 1 203 1 222 | il 64880 lamin LITT
125 1 127 1 147 ) oil$0479331 Lamin-LITITI |Lamin-B:
241 151 17 | «il54261464 Hoin. HHP? non-histom
53 1 56 1 22 | wil47632856 Hinl. huntingtin inter
181 331 331 il 64882 lamin Bl
- w6 1 1T 1 51 1 ail14799394 XHon56 vrotein
171 26 1 41 | «il45126627 immortin alpha 5.1 pr(
271 45 1 44 | oil3414963 lamin Bl
. 191 36 1 18 | wil$3318359 simiar to Dkcl, dyske:
i 331 211 18 1 11119856 Fibrillarin
80 1 112 1 164 | il51395818 HUP205. Hucleonmorin HI
C 46 1 50 1 27 | wil30414537 Hucleolar wrotein 5. 1
22 1 12 t 18 | wil557T18614 Uhicuitin-conjugating
_E 211 22 1 23 | wll50925092 X1ZPA wrotein
85 1 921 61 | «ild7940311 X1ZPC nrotein
—: 14 1 01 15 | wil685337196 Unknovn$, part is sim
33 1 01 331 ail33390366 ICIS
[ 231 14 1 0 | wil26302201 Hoiv-uror wrotein
) 49 1 50 1 0 | il28422594 Hucleolar protein 5 ,
10 1 81 0 | ril3414965 lamin B2
191 L} 0| wild9899749 Brdd-nror wrotein
| 13 1 [ 0 | 4il49113460 similar to |54%idl bxi
12 1 01 0 | «illdd43740 calcium/calmodulin-der
20 1 01 0 | «il33286845 histone-fold brotein |
18 1 01 0 | il1514671 nuclear/mitotic appari
&1 01 L | oll 64878 Lamin-A
91 [II] 0 1 #il11120568 Bloom's svndrome-like
1t 1 01 0 | il3811297 vitelline envelone 69,
i 1 L} 01 ail32450058 Stmnl-wrov nrotein
19 | 0| 0 | gi|28277353 Eno3-pror protein
Time
L. FCM cluster L5
Untreated Geminin Rocovitine Peptide number
18 1 17 1 20 1 ail29465101 heterochromatin prote:
411 43 1 34 1 oil1216403 x1ZPB
121 321 19 1 il 62944550 ewau envelone alvconrol
46 1 49 1 35 | «il7230569 eus envelone commonen
26 1 311 30 | oll62914518 equ envelone ulvconrol
26 1 471 56 1 oil27694§06 Ranuanl-nror nrotein
42 1 66 1 42 | oil31258596 nucleonorin 85 . MGCH
24 1 43 1 19 1| ail’3250537 transcrintion factor 1
16 1 16 1 25 1 ««il4584796 nucleonorin Hum35. mii
46 | 731 96 1 ail283502725 HUP155-nror nrotein
90 | &6 [ 118 [ oll27924242 Hun?3. Huclear nore ci
19 1 251 29 | oil 17746171 HUPG62 . nuclear pore o1
39 1 351 52 | oil51950243 HUP153 nrotein
15 1 14 1 20 | «il50415052 HUP98 nrotein
34 1 371 221 oil6970751 kinesin-related nrote:
311 321 22 | oil49115176 Eif2-A. MGCS0500 nrota
14 1 22 1 17 | «il37748593 nucleonorin 51 MGC6§!
61 131 &1 il 397168 snhere orcdanelle wrotd
13 1 11 1 15 | «il 58802759 TPR. translocated nro
20 1 01 20 1 oil49116108 5 similar to 137%idl :
51 o1 8 1 il6093543 Huclear transmort faci
91 01 11 | eil40286642 HUPGEE . nucleonorin Hh
111 111 0 | oill18139834 ATP-utilizing chromat:
56 1 331 01 ail27924327 Kif2c-nror nrotein
g1 131 0 | «il50415177 Raas-provr protein
11 | 01 01 ill190630 fAnib
13 1 (] 0 | ail 27696453 Smarccl-nrov nrotein
12 1 01 0 | oil28436765 Abcf2-nrov nrotein
13 1 ol 01 «oill079307 nuclear nore comalex
31 (I | 0 1 il 60645907 similar to Rab1l fami:
41 01 0 | oild49900045 SHI'} swmressor of mi:
31 o1 01 «ild49257380 Protein disulfide-ism
4 1 [ ] 01 «il57920948 Thioredoxin-like 1, M
T1 [} 0 | oil16303786 SP22
&1 i ] 01 oll27371279 Hunll-wrovr nrotein
301 ol 01 oill1587180 kinesin-related prote:
51 01 0 | gi|30039225 Rael/Gle2

Time

Figure S2. Heatmap of FCM clusters and hierarchical clustering results.

For hierarchical clustering the combined dataset was generated by integrating profiles
from inhibitor-free, geminin and roscovitine experiments for each protein. Hierarchical
clustering was performed inside each of 12 FCM groups. Colour coding: 0.0 - green,
0.5 - black and 1.0 - red. Number of peptides identified for proteins in each treatment
is also indicated.
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