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Figure S3 Protein groups with highly correlated temporal behaviour on interphase
chromatin across all experimental treatments (inhibitor-free, geminin and roscovitine).

The combined dataset was generated by integrating profiles from inhibitor-free, geminin and
roscovitine experiments for each protein. Hierarchical clustering was performed on complete combined
dataset. Branches of hierarchical trees with the correlation level above the threshold defined by the MCM
licensing complex are presented. Colour coding: 0.0 - green, 0.5 - black and 1.0 - red. Number
of peptides identified for proteins in each treatment is also indicated.



