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Standard deviation (noise) of log transformed aCGH ratios.
Standard deviation (SD) versus mean of the log-transformed ratio distributions achieved for 
94 lymphomas (A) and 99 cervical cancers (B) is shown. The individual ratio levels 
determined by the breakpoint detection algorithm in GLAD were considered. The median 
and mean SD is indicated. Note that the SD was independent of the mean ratio and 
therefore of the DNA copy number.
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