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BpCBF2 IS NY1:0d S D E[T0l 1 A SR PKKRAGRIK FRETRHPVYRGVRRRNSGKWVCEVRE PNK@SR I
BpCBF4 ARSI NVINI S D E 101 A SR PKKRAGRKKFRETRHPVYRGVRRENSGKWVCEVRE PNK@SRIT
BpCBF1 ARSIV S D E T A SR PKKRAGRKKFRETRHPVYRGVRRRNS GKWVCEVRE PNK@SRIT
PtCBF1 ARN0)=Ier:N83 S DF VM1 A SR PKKRAGRKKFRETRHPVYRGVRRRNSGKWVCEVRE PNKKSRIT
PtCBF2 1 LASRYPKKRAGRKKFRETRHPVYRGVRRRNSGKWVCEVREPNKKSRIW
AtCBF1 et Dyqozhi 1 A i S@ K <A GRKKFRETRHPHYRGVRERNSGKWVEEVRE PNKKER W
AtCBF?2 AERAVIRlele DV4)a T 1| S@ P K KIgAGRKKFRETRHPIYRGVRERNSGKWVCEHRE PNKKERIW
AtCBF3 AERAVIRlele D)@zl 7. S S®PKKIFAGRKKFRETRHPIYRGVRRRNSGKWVCEVRE PNKKERIW
PtCBF3 1 Neiat 2B sRPkKRAGREMFRE TREPEERGVRERN@EK IV CEBRE PNKKSRITW
PtCBF4 IS NAGE|S DF E VT AT S|§PKKRAGRRIFRE TRHPVERGVRERNGNKIWVCEMRE PNKKSRIW
BpCBF3 Y ARG D ViR A S SNPKERAGRKK FRE TRHPVYRGVRRRNIMNKWVCEM

consensus i Lo XX LOXRF XXXk kx| ko | ok KRk ok ok Rk Rk
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BpCBF4 LGTFPTAEMAARAHDVAARALRGNSACLNFADSAMRL PVPASI@IAKDTORIMAAEAAERAFR]
BpCBF1 LGTFPTAEMAARAHDVAAJALRGNSACLNFADSAWRLPVPASEAKDIQORIAAEAAEGFR]
PtCBF1 LGTFPTAPMAARAHDVAALALRGRSACLNFADSAWRLPI{PASSAKDIORAAAEAAEMFR]
PtCBF2

AtCBF1

AtCBF2

AtCBF3

PtCBF3 LGTRPTEEMAARAHDVAALAGRGESACLNFADSAWRLPVPMSNEAKD IRRAAGEAAER
PtCBF4 LGT¥PTlgEMAARAHDVAALALRGKSACLNFADSAWRL PV PIYSRBEKDIIRAANEAAEM
BpCBEF3

consensus ol *** ... KAXKKKXKKARK & kok okkokkordkoxdkordk ok ok kLR LR LR xR
BpCBF2 120 BTETKAVE----ERQPSEG----—----——-—---

BpCBF4 120 JEABTKEAADN----ERQPSHG-——-——-—————————

BpCBF1 120 JEASKEAVIE--—-DRQPS|HS-——-——-—————————

PtCBF1 121 |HEGSLEVI#--—-LTRTGPEVIKVAGTAAGD--—~--

PtCBF2 110 |gEGCVEG----1LMRTGPEG

AtCBF1 117 DETCDTTT----TDHGLBME AryMDEE@RMFGMPLLENMAEGMLL
AtCBF2 119 DEMCHMTT----DAHGLBEMEETLVEATY TPEQSQDAINSINMAN' 1 @Y

AtCBF3 119 DEMCDATT----DHG-FREMEETLVEATY TAEQSENANGUHIpIENY IV S

PtCBF3 119 TSPLGEQVMEDFRREDRGEVCSSTNDDIRDLPSENF G DAANEgNYIIen - S\Nafe ihs
PtCBF4 119 BoFG--—--—-—--—-- EN

BpCBF3 119 |gSEFG-EECEEVLERCTER

consensus 121 KooK, L ERR X

BpCBF2 160
BpCBF4 160
BpCBF1 160
PtCBF1 172
PtCBF2 164
AtCBF1 173
AtCBF2 175
AtCBF3 174
PtCBF3 179
PtCBF4 165
BpCBF3 178

consensus 181

Supplemental Figure S1. Sequence alignment of C-REPEAT BINDING
FACTOR/DROUGHT RESPONSIVE ELEMENT BINDING (CBF/DREB1) protein family
members of Arabidopsis, poplar and birch.



	Page 1

