ALENR -MBERSENEA: - ——-PEGLPIDLRGKRAFIAEIADDNGY CWALAKSLAAAGAEILVGTWVPAL 57
EnENR - ———BECLPIDLRGKRAFIAEIADDNGY CWAVAKSLAAAGAEILVGTWVPAL 57
QeENR - ——-LPGLPVDLRGKRAFIAEIADDNGY CWALAKSLAAAGAEILVGTWVPAY 57
PhEMNR - ——-VEGLPIDLOQGKRAFIAEIADDNGY CWALAKSLAAAGAEILVGTWVPAL 57
NtENR - ———ASGLPIDLEGKRAFIAETADDNCGY CWAIAKSLAAAGAEILVGTWVPAL 56
ZmENR - ———AQGLPIDLTGKRAFIAEVADDNGY GWATAKALAAAGAEILVGTWVPAL 53
OgENR - ——-PQGLPIDLEGKRAFIAEVADDNGY GWATAKALAAAGAEILVGTWVPAL 54
ELinENR MASVRRGATGISGMRAPSFRNHHPNPVRGLTSCQANGLEIDLKGKKAFVABVADDQGFAWAL SKCLVEAGADVSLGINVEAL 82
SeENR - - - MLDLSGKKALVTETANNRSTAWGIAQQLHAAGAELGITYLPDDR 44
CcENR - - - MLEIDLTGKVAFIAET GDDOGCY GWGIAKVLAEAGATIIVCTWVEIY 46
CmENR - - - MLEIDLTGKIAFIAETGDDNGY GWGIAKMLAEAGATILVGTWVEIY 46
DfENRE —~NIYKIKEENENEDICFIAETIGCDTNGYGWGIAKELIERNVEIIFGIWEDPVY 58
PVENR —EGINGEGEPLG-DICFIAEVGDTNGY GWGIAKELIEENVEIILGVIWERVY 58
SaENR - - - MLNLENKTYVIMETANKRSTARGVARVLDOLGAKLYFTYREE-- 42
BCENR - - - MELLOGKTFVVMEVANQRSTAWGIAR SLHNAGARKLIFTYAGE-- 42
SLENR - - - MGFLEGKRILVTEVASKLATAY GTAQAMHREGAELAFTYQND-- 42
EcCENR - - - MGFLSGERILVT[EWASKLSTAY GTAQAMHRE GAELAFTYQND- - 4z
TLENR - - - MLTWVDLSGEEALVMEVTNORSLEGFATAAKLEKEAGAEVAL SYQAE-— 44
TJENR ——-AAQSAFPIDLRGOTAFVAEVAD SHCY CWATAKHLASAGARVALGTHPPVL 59
CIENR - - - ~MIMKGKKGLT ANNKETAY GTAKACFDOGAELAFTFLND- - 41
AtENR NIFETSLRRGKFDQSRVLPDGSLMEIKEVYALDAVFDNPEDVPEDVETNERYAGESNWTWVQEAAECVEEDEGSIDILVSLA 1353
EnENE NIFETSLRRGKFDQSRVLPDGSLMEIKKVY PLDAVFDNPEDVPEDVEANKRYAGESSNWTWQEAAECVRODEFGSIDILVSLA 1353
OeENE NIFEMSLRRGKFDESRVLPDGSLMEITKYY PLDAVYHS PEDVPEDVETNKRYMGE SNWTVEEVAELVKQDE GTIDILVSLA 139
PhENR HNIFETSLRRGKFDESRVLPDGSLMEIAKYYPLDAVFDSPEDVPEDVKESNEKRYAGSSNWTYKEWVAE SVEQDEGTIDILVEISLA 139
NtENRE NIFETSLRRGKFDESRVLPDGSLMEITEVY PLDAVFDSLEDWPEDIKSNKRYAGESKWTYSEAAESVKEDEGSIDILVSLA 138
ZmENR NIFETSLRRGKFDESREKLPDGSLMEIAKVYYP-DAVYDT PEDYPEDVEANKRYAGASNWTVKEWVVETVENDEGEIDILVEISLA 134
OsENR NIFETSLRRGKFDESRELPDGELMEIVEVY PLDAVYDS PEDVEPEDVEGNERYAGE SNWTVEEVAE SVENDEGEIDILV)SLA 136
BinENE GIFKKSMQMGKFDESRKLEDGSLMDFEKLY PLDAVEDT PEDF PEETATNERYAGESDWTISEVANLYEKDIGEIDILVEISLA 164
S8eENR -—————---———————— GRTESKVOELTAPLN--PSLFLPLNVODAA - — - - ———————— QVDETLGTIAQOQWGNFDILIBCLA 56
CcENR  KIFSQEWDLGKFDESRELEDGELLEIKEVY PMDASFDEPEDVEPQDITENKRYEGISGYTISEVVEQVTEDEGHIDILIBISLA 128
CmENR KIFSQSWELGKLNESRELENGELLTLAKIYPMDASFDTPEDVPQDILENKRYEDLEGY TWSEVVEQVERDE GHIDILVEISLA 128
PfENR NIFMENYENGEFDNDMIIDEDERMNILDMLPFDASFDTANDIDEETENNERYNMLONY TIEDVANLIHORY GEINMLVISLA 141
PvENR NIFMENLOSGEFDSDMIIGEGKEMELLDILPFDAAFDSASDVDEETRENKRYASLDEY SIEEVANLVYKRYGEINMLVISLA 140
SaENR - ~RERKELEKLLEQLNQPEAHLYQIDVQEDE- - EVINGFEQIGKDVGNIDGVYISIA B85
EBcENR ELTACFETIEQEVGTIHGVARICIA B85
SLENR SIDAMFAELGNVWEEFDGEVEISIG 93
EcENR SIDTMFAELGEVWEEKFDGEVEISIG 93
TLENR ELDALFAGVEEAFGGLDYLV)IATA 85
TgENR GLFQESLQSGRLDEDREKLPDGSLIEFAGYVYPLDAAFDEPEDVEQDIKDNERYAGVDGEY TIKEVAVEVEQDLGNIDILV)ISLA 141
CIENR HLDSIAEKIEKDLGEIDFVV)gIAWA Bz
AtENR HNGPEVSKEP---LLETSREGYL [FVSLLRHFLPIMNPGGAST SLTWTASERTITIE 218
BnENR NGPEVSKEP---LLETSREGYL. [FVSLLSHFLPIMNPGGAST SLTWT ASERTITIE 218
0OeENR NGPEVIEP---LLETSRYGYL. [FVSLLKHFVPIMNEPGGTTI S LTI ASERTITIE 218
PhENR HNGPEVSKL---LSETSREGYL. FISLLREHFLPITINPGGATISLTMIASERITIE 218
NtENRE NGPEVTEP---LLETTREGYLART 5A] [TVSLLEHF LPIMN PGS SIS LTI ASERTT P 217
ZmENR MNGPEVTEE---LLETSRRGYL [T VELLOHF LPIMN PGGAST S LTI ASERT T P 213
O2ENR NGPEVTEP---LLETSRRGYLARL A [FVELLOHF LPETMNPGGAST SLTI ASERAT B 215
BinENR NGPEVRNP---LLETSREGYLA LV EMVQEF GPITMNE GGEVLS LTRDASNE VW B 243
SeENR  FAGKEELEGDFE-ATTREGYARKLET] [LIDLARASKPLLNQGGETLT LTRLGGVR VW PI il — 176
CcENR  NEPEISKEP---LLETSREGYL. LV ELLAHFGPIMHPGGE ST SLTRLAS SRAVE 207
CmENR NEPETAKP---LLDTSREGYLARLET FISLLEHFGPIMNEGASTI SLTRLASMRAW P 207
PfENR NAKEVQED---LLNTSREKGYLDRLSE] LI SLCKYFWVNIMKPOQSSTTI S LTHAS QR VW B 220
PvENR HMNGREVERE---LLETSRGGYLDELSE] ILTALCKHF CEITMHPQSSVI S LERY AS QK VW P 219
SaENR FANMEDLRGRFE-ETSREGFLLIODT LT IVAHEAKKLMPEGGETWVAT TRLGGEF AW QN — 175
BEcENR FANRDDLEGEFV-DTSRDGFLLEVINT LT AVAREARKEWVMTEGCGNTLT LTRL GGE RV KNl — 175
SLENR FAPCDQLDGDYVNAVTREGEE [F UV AMAKACRTMLN PGEALLT LEJLCAERAT Pyl — 174
EcENR FAPGDOLDGDYVMAVTREGFEIRHDT [F U AMAKACREMLN PGEALLT LEQLCAERAT Pyl — 174
TtENR FAPREAMEGRYI-DTRRODWLLELE [LVAVARRAE PLLREGGGTIWT LTRdY ASE KWW PF )yl — 175
TgENR HNGPEVTEP---LLETSREGYLARS SN [FVELLOHF GPTMNE GGESAVT LEELAAERVW P 220
CJENR FAPKEALENSFL-ETSKEAFDIRMOT) LLELTRELLPILKDKGSILT LEMLGGVRYW PHEgN - 17z
ALENR YEAERKSNI - - -FIDTMIEYSYN 257
EnENR FEAERKQNI - - -FIDTMIEYSYN 257
QOeENR FEAERKHETI - - -FIDMMIDYSLE Z57
ThENE FEAERKHE - - -FIDMMINYSLE Z57
NtENR FEAERKEE - - -FIDMMIDYSIA 256
ZmENR YEAERKGEI] - - -FIEEMIEYSYV Z52
OgENR FEAERKGKT - - -FIEEMIEYSYV Z54
BinENE YEAERFKHEI - - -FIERVINYSYK Z82
SeENR AEFEPQ-AT - - -GILDMIHHVEE 214
CcENR  WEAEREWGT - - -FIEQUVDYYLD 246
CuENR  WEAERRWGT - - -FIERMVDYYLD 246
PfENRE YHLERNYNIHT ELESRAATATNELNNTYENNTN ONENRNSHDVHNIMNN SGEREEKEN SASONYTFIDYATEYSER 302
PvENR YHLERKHET| TPQEGGE-——————————— HEGEK---——-——— ENLAFIDYAIDYSEE 275
SaENR  LDLEPD-NT - - -GFNTILKEIEE 213
BEcENRE NDLEOH- T - - -DFNSILREIEE 213
StENR MNAMEDE- - - -DFREMLAHCEA 212
EcENR MNAMEDE- - - -DFREMLAHCEA 212
TtENR YELEDK- - - -GFTKMYDRVAQ 213
THENR WEAEOKY! - - EESFIDYAIDYSYN 265
CJENR RDLEVE-GI - - -DFRMILKYNEI 210
ALENR i ELNAMGVALDS PVEKDLNSKN - 315

EnENR LNEMCVALDESPVFEDLNK-—— - 313

OeENR i LNAMGVGYDSPVFRDLDIPEKADRE-- 319

PhENR i LNAMGVYGVDTPEFRGLDIPEDNEE——- 319

NtENR i LNAMGVYGIDSPLEKELNIPESEE-—- 317

ZmENR 305

OsENR 307

BEinENR L 341

SeENR 258

CcENR 299

CmENR 298

PLENR L 358

PVENR L 329

SaENR L 258

EcENR i 258

SLENR | z2ez2

EcENR | z2ez2

TtENR L - 26l

TgENR NABLRRDLHEDDVECAALEIFL LHAMGQAVDIRSMPPLQRATQEIN-— 327

CJENR  NEELERNVSIED SAMYIRL NIMGMGDVEENEEGOTVLCWDNQEG 274




Supplemental Figure: ENR sequences selected for this study were from Arabidopsis
thaliana (AtENR, GenBank accession number: NM_126612), Brassica napus (BnENR,
GenBank accession number: P80030), Olea europaea (OeENR, GenBank accession
number: AY083164), Nicotiana tabacum enr-T2 (NtENR, GenBank accession number:
Y13861), Petunia x hybrida (PhENR, GenBank accession number: CAA05879), Oryza
sativa (OsENR, GenBank accession number: XM_481639), Zea mays (ZmENR,
GenBank accession number: AY106087), Bigelowiella natans (BinENR, GenBank
accession number: AY267627), Plasmodium falciparum (PfENR, GenBank accession
number: AF338731), Plasmodium vivax (PVENR, GenBank accession number:
AY423071), Toxoplasma gondii (TQENR, GenBank accession number: AY372520),
Chlamydophila caviae (CcENR, GenBank accession number: AAP05135), Chlamydia
muridarum Nigg (CmENR, GenBank accession number: AAF39238), Synechococcus
elongatus PCC 6301 (SeENR, GenBank accession number: BAD79568), Thermus
thermophilus HB8 (TtENR, GenBank accession number: BAD70127), Campylobacter
jejuni RM1221 (CJENR, GenBank accession number: AAW36020), Staphylococcus
aureus (SaENR, GenBank accession number: AAF05840), Salmonella typhimurium
(StENR, GenBank accession number: P16657), Bacillus cereus (BcENR, GenBank
accession number: AAS40268) and Escherichia coli (ECENR, GenBank accession
number: AAN80225). Protein sequences were aligned by using ClustalW program
(Thompson et al., 1994) running under the software Lasergene, Version 6 (DNASTAR,
Madison, W1) with default parameters (gap penalty 10, gap length penalty 0.2). Identical
amino acids are shaded with black and similar amino acids are in gray.

Thompson JD, Higgins DG, Gibson TJ. CLUSTAL W: improving the sensitivity of
progressive multiple sequence alignment through sequence weighting, position-specific
gap penalties and weight matrix choice. Nucleic Acids Res. 1994 Nov 11;22(22):4673-80.



