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Table A1: References for data on the genetic architecture of host-parasite interactions 
 
 Virus Bacteria Protozoa Fungi Nematode 

Animal      

Aedes aegypti [1-3]  [4, 5]   

Anopheles gambiae   [6]   

Bombus terrestris   [7]   

Bos taurus [8]  [9]   

Gallus gallus [10] [11]    

Mus musculus [12-15] [16-24] [25-29]   [30] 

Oncorhynchus mykiss [31]     

Rattus norvegicus     [32] 

Sus scrofa [33]     

Tribolium castaneum     [34, 35] 

Plants Virus Bacteria Protozoa Fungi Nematode 

Arabidopsis thaliana  [36, 37]   [38-40]  

Avena sativa [41]   [42, 43]  

Beta vulgaris    [44, 45]  

Brassica napus [46]   [47-51]  

Brassica oleracea  [52]    

Brassica rapa    [53]  

Capsicum annuum [54, 55]   [56]  

Cicer arietinum    [57, 58]  

Cucumis melo    [59, 60]  

Glycine spec     [61-63] 

Helianthus annuus    [64-70]  

Hevea brasiliensis    [71, 72]  

Hordeum chilense    [73]  

Hordeum vulgare [74]   [75-92]  

Lathyrus sativus    [93]  

Linum usitassimum    [94]  

Lolium multiflorum  [95]    

Lolium perenne    [96]  

Lycopersicon spec.   [97]  [98, 99]  

Malus domesticus  [100]  [101-103]  

Manihot glaziovii  [104]    

Medicago sativa    [105]  

Nicotiana sativum  [106]    
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 Virus Bacteria Protozoa Fungi Nematode 

Oryza sativa [107, 108] [109, 110]  [111-118]  

Pennisetum glaucum    [119]  

Phaseolus vulgaris [120] [120-122]  [120, 123, 124]  

Pisum sativum    [125-128]  

Populus deltoides    [129]  

Prunus davidiana [130]   [131]  

Rosa multiflora    [132]  

Solanum spec.    [133-135] [136] 

Sorghum spec.    [137, 138]  

Theobroma cacao    [139-142]  

Triticum aestivum    [143-169] [170] 

Vicia faba    [171, 172]  

Vigna radiata    [173]  

Zea mays [174-179] [180]  [180-194]  
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