
SUPPLEMENTARY FIGURES 
 
 
Fig. S1. Plot of Δδave(NH) for mThTPase as a function of the protein sequence. The 
regions exhibiting the largest chemical shift changes are highlighted in gray. 
 
Fig. S2. Overlaid 2D [1H,15N]-HSQC spectra highlight the changes in signals of selected 
residues induced by the addition of Ca2+. The NMR spectra collected with 0, 1 and 2 mM 
added Ca2+ are colored in blue, green, and red, respectively. The side chain imino groups 
of W70 and W128, and the side chain guanidyl group of R125 are labeled with the 
respective residue name followed by a superscript “ε”. 
 



Supplemental FIGURE. S1 
 
 
 

 
 
 
 



Supplemental FIGURE. S2 
 
 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 


