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<beast> 
  
 <!-- The list of taxa analyse (can also include dates/ages).                 --> 
 <!-- ntax=16                                                                 --> 
 <taxa id="taxa"> 
  <taxon id="Xenopus"></taxon> 
  <taxon id="Xenosaurus"></taxon> 
  <taxon id="CtenoSapro"></taxon> 
  <taxon id="Dibamus"></taxon> 
  <taxon id="GeochIndo"></taxon> 
  <taxon id="Gallus"></taxon> 
  <taxon id="StruthioEmu"></taxon> 
  <taxon id="Sphenodon"></taxon> 
  <taxon id="Gavialis"></taxon> 
  <taxon id="Caiman"></taxon> 
  <taxon id="Elseya"></taxon> 
  <taxon id="Vombatus"></taxon> 
  <taxon id="Sus"></taxon> 
  <taxon id="Ornithorhynchus"></taxon> 
  <taxon id="Rattus"></taxon> 
  <taxon id="Mus"></taxon> 
 </taxa> 
  
  <taxa id="ingroup"> 
  <taxon idref="Xenosaurus"></taxon> 
  <taxon idref="CtenoSapro"></taxon> 
  <taxon idref="Dibamus"></taxon> 
  <taxon idref="GeochIndo"></taxon> 
  <taxon idref="Gallus"></taxon> 
  <taxon idref="StruthioEmu"></taxon> 
  <taxon idref="Sphenodon"></taxon> 
  <taxon idref="Gavialis"></taxon> 
  <taxon idref="Caiman"></taxon> 
  <taxon idref="Elseya"></taxon> 
  <taxon idref="Vombatus"></taxon> 
  <taxon idref="Sus"></taxon> 
  <taxon idref="Ornithorhynchus"></taxon> 
  <taxon idref="Rattus"></taxon> 
  <taxon idref="Mus"></taxon> 
 </taxa> 

 



 

  
 <taxa id="rodents"> 
  <taxon idref="Rattus"></taxon> 
  <taxon idref="Mus"></taxon> 
 </taxa> 
 
 <taxa id="crypto-pleuro"> 
  <taxon idref="GeochIndo"></taxon> 
  <taxon idref="Elseya"></taxon> 
 </taxa> 
 
 <taxa id="anguimorph-scinco"> 
  <taxon idref="Xenosaurus"></taxon> 
  <taxon idref="CtenoSapro"></taxon> 
 </taxa> 
 
 <taxa id="bird-lizard"> 
  <taxon idref="Xenosaurus"></taxon> 
  <taxon idref="CtenoSapro"></taxon> 
  <taxon idref="Dibamus"></taxon> 
  <taxon idref="GeochIndo"></taxon> 
  <taxon idref="Gallus"></taxon> 
  <taxon idref="StruthioEmu"></taxon> 
  <taxon idref="Sphenodon"></taxon> 
  <taxon idref="Gavialis"></taxon> 
  <taxon idref="Caiman"></taxon> 
  <taxon idref="Elseya"></taxon> 
 </taxa> 
 
 <taxa id="bird-croc"> 
  <taxon idref="Gallus"></taxon> 
  <taxon idref="StruthioEmu"></taxon> 
  <taxon idref="Gavialis"></taxon> 
  <taxon idref="Caiman"></taxon> 
 </taxa> 
 
 
 <!-- The sequence alignment (each sequence refers to a taxon above).         --> 
 <!-- ntax=16 nchar=4266                                                      --> 
 <alignment dataType="nucleotide" id="alignment"> 
  <sequence> 
   <taxon idref="Xenopus"></taxon> 
  
 AGGGTC??????AGCAAACCCTAATTGTATACTCGATTGAACTGGGAGGAG
GTTAATCGATCATAGGTGGCATGTGCCTCAATACCCAGATAGGGACGAGCAATG
GGGCAAGACCCTCATGGTTAAGCCACATCGCGCGGAGACGACAAAGAAGATTC
GCATAGTAAGGAGGGGAACCACTTCATTAAAACATAAATAGGTTCCACGGGTAC

 



 

CTGATTGTCTTACTGAAAAGCCCACCAAAACAAGCGTGAATAATTGATACTAAA
AGTACAAGATAAACCGAACCGTGTCTGTGATGTTCGTGCACTGCGCATTACTTTA
ATACATAACAGTTTCTTATCTTCAGCAGCGATTCAGCAGTTCATAGTGTGGGATC
GATTCCATACAGAAGAGGTGCAAAGGACCCCCCACACAGCACCCAGTAACGAG
TGGAGGGGGGATGTTACTCCGCAGAAGCACGGGCGGAAGGAGGGCCCGGTCGA
AGAATCATACTCAATAAGAGAAGACATCCTCGCAAGGAGCACGTCATGTACCCA
AGTAAAGGGAAGGCTGCACTTGGTCGGAATAATATGGGCGTGTAGAGGGACGG
TAGCGCGGTGAGCTAGGGAGTTGGAGGGAGACGAGCCGCGAGGCTTTAGAAAA
GCAAAGCGAATGGAACATGCTTACCTCACGGGTGCGACAGATACCAGGAGGAA
AGGCTCGAGGACAATATTTCGAGTGGACGCGGGGCGGTGTCTATATTGGACCGG
GCATGACTAAAACTGATCCTGATAAACCCGTCGGCCGAGAGGTGACTAGACCTA
GGCCTGAGAGGGTTAATCCGAGGCTAACAGAAGGAAATCGACGACAAAAAACA
CAAAAAGATGAACAAAGAGGGGTGCGCTGGACGGCAGCAGTTCAAACGTCTTT
CGAGTCGCCTCTATCTCCTGGCCTAATATATGGAAAATTCAACGCGCGAAGCGG
TAGGTGAGGAGTGAACTACTCAAAGACTATTGAGGGCACCTCTATATCCATAAG
CAACAACGTAGGCGACGCGC?ACGATAGTTGTAGTTTATCTC??????ATCCATAAC
TCAACAGATATTGTACTAGGCCAAACAGGATCAAGCAACACACCTTTAATGTGC
CCACCCATACAAGAACATTAAAACATAGTAAACATCTTAATGGTGGCCTATAAA
AGGACTAGCTAGACAATTGGGAAATCCGCATTCATTACATGCATACTACCATGA
AGGCTTAAATGATCGATATCAAACTAGCCACCAGATGACCACGGAGAGCCATAC
AATAAGAGGCATTAACACCCGACTAGAATACTAATAAGGAATATAAATTTTAAC
CATTACTCGTTGAATTCACTACCGAATTGGTGTTAATATTGGAGCCGAACGTCCA
TCTCTACATATTACTTTAGCTCGGAAATCTGAACAATCAAAACAGAATACATAA
GGGCGAATTCTCGGCAAAGTGATATATACTCAAAAAGATACTGTCTTTTCTGCG
AAAGACAATACTTAGGGCGTACCTGTCTGTACTTGGGAAAATAGCTACCCGGAT
TACTACTGACAACTTCGAACTAGGCCTAATCCGCATGTTAGTCGTAACTAAACTA
CTCAGTGAACCTTCCTAATAAATTAGTACAATAAATGGCTCTTTAACGAGTGATG
AAAGGGCCTCAACTGTCTCTTATGTCAAAGCTGTTAACACACATGGACTGTTTCA
ACAAACTCCTTGCTTCAGACTACCATTTATGGTTGATATCTGGCGAAAATTGATA
GTACCGCTATGCTGACCGTACCAATTAACTCGGAGAATAGAATGGGACAAACCA
ATGAGTAGTCCACTTACTCCTACTAGATGACCATAGTTATATGATAAATGCCAA
AAAGGACCTAAATGAGTATACTTGTAGATCGATTGAACTACTGATTCGAAGACC
TCATTATATATACTGGCCGCCAAGCATTGAAGTACAGTCATTCCATAAGAAGAT
CAATAACTCATCATTAGAGCTGCGCGAGAACGAATTGGTGATACGACATAATAA
TTAAAGTACCAATAATTACAAATAAAGTCTATAACATAA?GTAGCTACTACTATG
GGGAGT??????TGCCAGGTATTACAAGGCAGTAGACAGGAATGGAAGATACACC
CTAGACTGTTGTGGTTTGGTAAAATATCAAGATGAATGACCTAACAAGGAAGCC
TACAGATCCTCTCTTAGTGGCGCTTCTATGCTATTCTAAAAAGACCTGTGGCCGC
CGTTGATTATCTTCTGTTTTCGTAGTGACCTTCTATTCCCTATGGGATTACCTTGC
CTCACGAAAGCACGACATGGAGCAAACGTCAGCACCACCACAGACGATTCGGG
CCCGGCTTCCTCGTGCTTACTGGTGTCAGTACTGTTAGACACATGCTGTCCAACT
GTGATCCAATGCACCTACAGGAGACCGTCCTCAACACTGTATTGGCTTAATTCTC
CGTAACAAGGGTCTTCGTCACGGCGCCATAAAAATTCGAGGGATATTTCAAAAT
TGAAGTAACTTGTCAAGTACGATTAAACCGATAAAGTTATTTTCCATTTTCCCTG
CCGGCATTACATGAGCTGCGTTGGTAGGCGAATTTATGGAATCGTTTTAGTTATT
TACAGACAGGTGTAATACCGATGTTACTCTTGACGAATCTACGGAACATCTATCT
CAGGTAGCTTGGATGTGACTTTTTTAGATGTCTCTTGTCTTCCATCTTGCTAGTGA

 



 

TTACTCATCCGGATCATCTGCAACTGTTCTTGGGTGATCATGGAGAATAGTCATA
TTCTGTCGGGGAAAACTGAACTCTCCAATTCCTAATTGCGGCTCATGCCTGCAGC
TGGGGCTACCAAACGATTGCATCTCGCTTACAACTTTGCTCTATAAATCAATGTG
AGACTACCTCCAAGAGAGACTTCCCCAGGGCGGCTGAGTGTTCGGCGCAGACAA
GTAGTCTGAGGAAGAATGCACCAGATTGCCACTCAGCAAGTCACCTTCGCTAGC
GCCGCGCATACACCTTTCACGATCAACCGTTCCTCCGCCACCACCCGATGCCAA
GTCGGTGCTAGATGGACCGGTACACCGATGTATTTGACAGCTATACTTCAG?AAA
ATTGATAAAGACAAGGTGTGACAGACTCACGGCTCCCGCTCTAGCACTAACCGC
ACCATCGGCC?GTAGCCCCCCCCCGTTAAGTGC?GCCTGCTGTGGTGTGTCGATA
GGAGGCAAGACTAAAATGTCCATTGGCAGGCCCCCCGGCGGGGAGTTCGGCGTC
GAAAAGTAGAGACCCCATGCTCC???????????????CGGGATACTGCCGGGGCCTCC
CGGGGCCGCACGAGCCGCGGCTAAGGTGTTCACCGGGGGGGGGCTTACCCCGG
GATACCGCGCCAGGCGAGAGGATTTGAACTCAGACGCCTAGGCCTGCTGGGGTG
CCCGA?GCTTACAGGGAGGAAAGCATTGGCCCGACAGGCCCGACGCGTGATAGC
GCCTCCGACCTCCCTCTAGTTCGATCCCTATGCGGGCTATGAGATCGGTC?CGGG
GGGTTCCGTCGGGTAGAA?TTTTACTGCGGTGCTAGCCAGGACTCTAATAGCCAA
GTCCGAGTGCATACCGTGACATTGTTCCGCCGCGACGGCGCTTTAACGCGCTAA
GTAGGCCC???????????????TGCATGTGACGATCAGTGTTAGAGTTATATACCATTT
CCGATGATGATGGCAGTGAGAACCGGACGGCATGATGGCACAGCCATTAGACTC
CACATACTCTCTGATTGGATCACGAGAGTTACTTCAATGCAT?GCTTGACAAGGC
CGCTTAGGGCCGCAAGCACAATTAGTAAAGCTGCGCCACTAGTCAAGTCACCGG
TCGGGCGCGCACGGGCCTGGGGTTCGAGCTCC?CTCCCCCCCTCCGCGCCTCGGG
?GGGGGAGTCACCCACCGCGCAGGGGGGGGAACCCGCTGTCGGCCGCAGCACA
CGTGTGGAAGCCCCCCCGCGCCCCCCCGACCCCACCCGCACGCCGG?????????????
??CGCGCCGCTCACCCCAGCCGCGCGGGCGTGGGCTGGCCGGCGTGCCCCCCTGG
GCGGTGCTAGAGTCCACCCGGACCTCACGGGCGAGCCTCACCCCGTTCCCGGGG
CGGGCCCGCAGCTCTGAGCTTAGGGG?CGGCTCGGACACCGCTGGCCGTGATGG
ACTCGAGGGAGGGATCGCGG 
  </sequence> 
  <sequence> 
   <taxon idref="Xenosaurus"></taxon> 
  
 ?????????????????????????????????AGATCGACCGGGACCGAAAAGAG?GGAC
GAGGGGCGGGGGTATCCGCTGAGAAAAAAACGAAAGGTCAATAGAAGCCGACC
CCTCATGGTTAAGCTAAACCGCGCGGGGACGCCAAAGAAGATTCGCCGAGTAA
GGAGGAGAACCACTTCATTAGGCAATACTCTGGTTCAAGAAGTCCCTTATGGTG
ATTCGGAAAACG?CACCTAAACCAGGGCGAAAACGAAA??ACGACAATAAAAGA
TAAACCAAAACGGGTCGGTGATATTCGTGCACTGCGGAATACTTTAGTACATCA
GAGATTCTTCTCTTCAGCGACGATTCAACAATGGCTCGAGTCGGGTCGATTCCCT
ACAGGGGAGGTGCAAAGGCCACCTCTCACAGCACCCAGCACCGAGTGGAGGGG
GGATGTCATTCCGCAGAAGCACGGGTGGAACGAGTGCCCGGTTGACGAATCATA
CTCAATAAGAGAAGACATCCTCGCCATGATCCCGTCCTGTACCTAAGTAAAGGG
AAGGCTGACCTGGGTCGGAAGAATCTGGGTGTTCAGAGGGACGGCAACATGGTT
AGCTAGGAAGTTGGAGGGAGACGTGCGGCGAGGCTTTACAAAAGACGAGAAAG
TGGAACATGCTTACTTCACGGGTGCGACAAACACCGGGAGGAAAAGCACGAGG
ACAATATATAGAGTGGACGCGGGGCGGTGTATATACTGGACCGGTCATACCTAA
AACAGACGCTGGTATACTCGAGGGCCGAGAGGTGACTAGAGATAGGTCTGAGA

 



 

GGGTTAATCTGAGGGTAACGGTAGGAAATCTACGACCAAAAACACGAAAAGAT
GAACAAAGAGGGGTGCAATGGACGACAGCAGCTCAAACGTCTTTCAAGTCGCG
TCTATATCCTGGTCTAATATATGGAAAATTCAACGCGCGAAGAGGTAGGTGAGG
AGTGAACTACTCAAAGACTATTGAGGGTACCTCTATATT????????????????????????
???????????????????????????????????????????????????ATGCTAACTCAAGATCAAAAG
AT?CCCTAATCAAACACCCTTCAATCTGCACATAAGTACTAAATTACAAGACACA
ACATAATGGTGGGCTACACAAGGACTAGCTAAACACTTGAAAAGCCCGCATTGA
TTATATGGATACTACCATGAAGGATTAGACGACCGATATCGAGCTAGACACCAG
ATGGCCTGGTAGAAAC?TACATGAATGTGCGGCGATGATGAT??GATAAAGTTAA
TCAGAATATGCATTCTAACCATTACTCGATGAATTCACTACCGAATTGGTGTTAG
TATTGGAGCCGGACGTCCATAGCTACTTGTTAGTCTGGCTAAGTAATCTGAAGA
ATCGAAATAAAAGATATAAGGGCGAATTCTCGGCAAAGTGATAAATACTCAAA
AAGATACTGTCTTTTCTGCGAAAGACAATACTTAGAGCGTACCTGTCTGTACTTG
GGAAAATAGCTACTCGGATTACTACTGCCAACTTCGAACTAGACCTAATCGACA
TGTTAGTCGTAATCAAACTACTCAGTGAACCTTCCTTATAAATTAGTACAATAAA
TAGCTCTTTAACGAGTGATGAAAGGGCCTCAACTGTCTCTTGTCTCAAAGGCATT
AACACACATGGACTGTTTCAACAAACTCCTTGCTTCAGACTAGGTTTTATCGTCG
TTATTTGGCGAAAATTGATAGTACCGCCATGCTGACCGTACCAATTTACTCGGAC
AATAGAATGGCACAAACTAATGAGTAGTCCACTTACTCCTACTAGATGACCATA
ATTATATGATAAACACCAAAGAGGACCTAAATGAATATACTCGTAGATCGATTG
AACTACTGATTAGAAGAACTGATTATATATACTGGCCGCCAAGCATTGAAGTAC
AGTCATTCCATGAGAAGATCAATAACTCATCATTAGAGCTGCGCGAGAACGAAT
TGGTGATACGACAGAATAATTAAAGTACCAAT??????????????????????????????????
????????????????????????????????????????CAGACTAGATTACCTGTCCTAAAG?ACTG
CACTGAGTTGGTAGAAAGCCAACCAGCATGGACTGCCTTGCTAGTATTAACAGC
TCCCCTCATACCTCGACCTTTGAGTTGAGCTGAGGGAACGCGATTCCATTGTTGA
ACTTACCTTTTCCTTGTGTAGACCCCGTAGTCAGTCAGGGTCTAGTTCTCCTCCTG
CGAGGAC?GTAAGCAGCGCTGATTAAAGTGGCG??AAGCGGTGGAGTCCCGGCT
CTCGCTAACCTACTAGACTCGCTGCCGTCGAAGGCGCACCATCCTACCAAGGCT
CACTCCCCTATTGGCTGACCGCCCCTGGGATAGATTTAGCTGAACCCTTCCCAGA
ACAGCCGCCCATCGAAACACAGCGATAGCCAAACGTAGATTTGAAAAATGGTGT
GCGCAGTGATATACAATTGGATAGAGAAAATTATTTGACACCCTCCTCACTAGC
GTAAGAAAAGTCGAGTTCAATAGCCAATCTATGGAACGATGCTCAGACTCTGCA
GAATGTTCCAAAGTAGATATTATGTTCAGTGAACCAAGGATGCGCCTGACCCTG
GTAGCTTAGGTTTAGTCCCGTCCGAATACTCCCGCCTCTTCCGCAGTTAACGCTG
GTTCATACCGATTAGCTGACGCTGCTTAAAAGCGGCCAGAGTGTACCAGCACCC
GCTATTAGTCTAAGCGACTCTTCTTATCTGGTGACTGCGTTCCAGGTTTACGAGT
GGGGCCCCCGTTTAATCGGGTTTCGTTCGTTAGATAGCTCTCTGTGTCGACGTGT
CAGCACTCGAAGGAGAGGATTCACCAGGGCGGTAAGGTGTTTAGCGCGGTGAA
TTAACGTGGGGACCAACGCTCTGGAAAGGTATCCGACAAGACGCTCCTATTAGG
TCAGCGCACTCGTTTCTCATTTTTGATAAATCCTTTGATGATGTGCAGTGCTAAG
CCAAAACTAGATCAGCTGGTTAGTG?????????????????????????????????????????????
???????????????????CCGTTCTGAGCCTAACCGTCGAGGACTTGGGCTCAGCCCCCC
CGTTAAGTGC?TTCACCCGTGGTGTGTAGATCGGAGGGACGAATAAACTGTACA
TTGGCAGGCCGCAAGGCGGGGAATGCGACGTTGAAAAGTGGAAACCCGATGAG
AAAGAAAGG?TGTGCGTTAAGCGCGTTTGAGGGTGTCCTCTAGCCGTACGAATA
AGCAGTAAGGTGTTCACGGGGTT??????GCCTTCCGGATACCGCGCCAGGAGACA

 



 

GGATTTGAACTCAGACCGCTTGGCCTGCTTGGGTACCCTCAGGGTAGTGAGCCC
GACAGG?????????????????????????????????????????????????TATATCCCTACGCGGG
CTTTCCAGAATTGGAGCCCGCGGTCCGTCGGCTAGAA?TGTTACTGCGGTGCTAA
CTAAGCCTCTAATAAGGAAGTCCGAGTGCATATCGTAAAATTATTCCGCGCCCA
AAGTGCTTTAATGAGCTAACTAGCGGTCCAGAAG?TGGGATGTGTCACTGACGA
TTCGTTTTACATTTATATACCATTTCAAATGATGATGGCAATAACCCC??????GTA
GGAAGGCACAGCCATTAGAGTCCACATACTCTCTGATTCAAACATGAGAATTAC
TTCAATGCCTCCCTTGACCCGAGTAATTAC??????????????????????????????????????
???????????CTGATTATGTAATCTTCGGTTCATAGCTGGATTTCGTTGACTTATGTT
ACGTG?GTGGCCGCTTCTTTCCGTTCTATAGTAGGGGACTATTGAAGGCCGAAAT
GACTCTCTGGTAATCCATCTCTGTTGCCAAGATATCCTGCTTCTGTCTGAAAGGT
T?TATCTGTGCATGTGCCCTCTGACACTCTAGGTGTGTAATGCACCAAATTCGTA
CTACCAGAGTTAAA??????CAATTAAGTCCCCTTTATTATGATCCGACCCTTCCCG
GAGTAGAGTTGTACGTACCTGATTCGCGTGTATGTAAACTCAGTGCATA?????????
???????????????????? 
  </sequence> 
  <sequence> 
   <taxon idref="CtenoSapro"></taxon> 
  
 ?????????????????????????????????AGATCGACCCGTACAGCAAAGAG?GGCC
GAGTAGCGGGGATATCG?CTCAGAGCACAGAAGGAGGTCGACAGAGGCCGACC
CCTCATGGATAAGCTAATCCGCGCGGAGACGCCAAAGAAGATTCGCCAAGTAA
GGAGGAGAACCACTTCATTAGACAATAAGCTGGTTCAAGCGGTCCCTTTTGGTG
ATTCGGAAACCG?CAGCGAAACCACGACGACAACGAAC??ACGAAAACAAAAGA
TAAACCATAATGGGTCGGTGATATTCATGCACGGCGGAATACTTTCGTACATCA
GAGATTCATCTCTTCAGCGACGATTCAACAACGGATCGAGTGGGATCGATGCCC
TACAGGAGAGGTGCAAAGGCCCCCTCTTACAGCACCCAGCACCGAGTGGAGGG
GGGATGTCATTCCGCAGCAGCACGGGCGGAACGAGAGCCCGGTTGACGAATCA
TACTCAATCAGAGAAGACATCCTCGCCAGGAGCCCGTCCTGTCCCTAAGTAAAG
GGAAGGCTGCCCTGGGTCGGAAGAATCTGGGTGTGGAGAGGGATGGCATCGTG
GTGAGCTAGGAAGTTGGAGGGAGACGTGCGGCGAGGCTTTACAAAAGGCGAGA
AAATGGAACATGCTTACTTCACGGGTGCGACAGATACCGGGAGGAAAAGTGCG
ACGACACTATATCGAGTGGACGCGGGGCGGTGTATATACTGGACCGGTCATATC
TAAAACAGACGCTGATCTACTCGAGGGCCGAGAGGTGACTAGAGCTAGGCCTG
AGAGAGTTAATCTGGGGGTAACGCTAGGAAATCTACGACCCAAAACACAAAAA
GATGAACAAAGAGGGGTGCACTGGACGGCAGCAGCTCAAACGTCTTTCAAGTC
GCGTCTATATCCTGGTCTAATATATAGAAAATTCAACGCGCGAAGAGGTAGGTG
AGGAGTGAATTACTCAAAGCCTATTGAGGGCACCTCTATACT???????????????????
????????????????????????????????????????????????????????ATGCTAACTCAGGATCAA
AAGAT?CATTAACCAAAGATTGTGCAA?CTGTAGAAAAGTACTCAACTATATGAA
ACAACGTATTGGTGGGCTACACAAGGACTAGCTAATTACTTGAAAAGCCCGCAT
TCATTATATGGATACTACCATGAAGGCTTAGATGATCGATATCGAGCTAGACAC
CGGATGGCCCGGTAGAGAC?TACATCCATGTTCGACGATGGTAAC??AATAAGGT
TAATCAGGATATGCAGTCTAACCATTACTCGATGAATTCACTACCGAATTGGTGT
TAGTATTGGAGCGGGACGTCCATGGCTACTTGTTAATCTCGCTAAGAAATCTAA
AGAATCGAAACAAAAGATATAAGGGCGAATTCTCGGCAAAGTGATATATACTC
AAAAGGATACTGTCTTTTCTGCGAAAGACAATACTTAGAGCGTACCTGTCTGTA

 



 

CTTGGGAAAATAGCTACTCGGATTACTACTGCCAACTTCGAACTAGACCTAATC
GACATGTTAGTCGTAATTAAACTACTCAGTGAACCTTCCTTATAAATTAGTACAA
TAAAAAGCTCTTTAACGAGTGATGAAAGGGCCTCAACTGTCTCTTGTGTCAAAG
GTATTAAGACACATGGACTGTTTCAACAAACTCTTTGCTTCAGACTAAGATTTAT
GGTCGTTGTTTGGCGAAAATTGATAGTACCGCCATGCTGACCGTACCAATTTACT
CGAACAATAGAATGGCACAAACTAATGAGTAGTCCACTTACTCCTACTAGATGA
CCATAATTATATGATAAACACCAAAGAGGACCTAAATGAATGTACTCGTAGATC
GATTCAACTACTGATTCGAAGAACTGATTATATATACTGGCCGCCAAGCATTGA
AGTACAGTCATTCCATGAGAAGATCAATAACTCATCATTAGAGCTGCGCGAGAA
CGAATTGGTGATACGACAGAATAATTAAAGTACCAAT??????????????????????????
????????????????????????????????????????????????CAGGGTAAATTACCTGTCCTAGA
T?ATTACACCGAGGTGGCAGAGC?CTAATATGCTTGGAATATCTTGCAAGGATCG
AGAGCCCACTTGACATCTTGACCATTAGGCTGGGCAGAGAGAGTATGAATTCGT
TGTTGAACTTACTTTCTCCCCGCGTGGACCCCCTAGTCAGACTGGGCCTAACTTT
TCTACGGCGAGGAC?GTGAGCAACGCGCATTAAAAGCGCT??AAACAATCGAGT
ACCCGATCTCGCAAGCTTGCTGACCTCGCTGCCGATAGAGCCGCGCCATCCGAC
CACGACCCCTCCTTCTGTTTGTCCACCGCCCTTGCGGCCGAGTCGACTGAATCTT
TTCCATAGCAATCGCCCATCAAAACGGGGCGATAGCCGAGCGTAGGGTTGAAAG
ATCGTGCGTGCCGTGATATGTAACTAGACAGAGGAATTCATTCGACACCCTCTC
CACTAGTGTAAAAAAGATCGTGTTCGATAACCGTTCTACAGGACGATGCTTGGA
CTATACACGATGATCCAACCTGGATGTTATGTTCCGTGAATCTAGGACACGTTCG
ACTCGAGCAGTTTCGATGCGGTCTCATCTGAAGCCTCACGCCTTACCAATAGTTA
ACGCCTACTCATGCGGGTTAGCCACCGTCGCTTGGAGGCGACCAGGTGGTGACA
ACACATGCGATTAGTCTAAGCTAAACTTCATATTTAACGACTGCGCCCCAGGTCT
ACAGGTGGGGCTCCCGTTCAGCCAGGTTCCGTCCAATTACCGGCTCCCTTCGTCG
CCATGTGAGCGGCCGCAAGAGGGGATCCATTAGGGCGGAGAGGTACTTAGCGC
AGGGAGTTGATGTAGATACCAACGCCTGGGAAGGACACCCGGCAATACGCCCCT
ATTAGGGCCGCTCGCGCGTACCTCAGGTCCCACCAACCCTCGGACACCACGCAG
CGCCCAGCCGACGCTGGGCGGGCCGGTCAGTG??????????????????????????????????
???????????????????????????CCTCCGCTCTGATCCTAACTGTTAAAGACTTGGGCTA
ATCCCCCCTGTTTAGTGC?TTCCCCCGTGGTGTGTAGATTGTAGGGACGAATAAA
CTGTCCATTGGCAGGCCACAAGGCGAGGAGTTCGACGATGAAAAGTGGAAATC
CGATGAGAAAAAAAGA?TGTGTGCTAGACTTATTTGAGGGTGTCCTCTAGCCGT
ACGAATAAGCAGTAAGGTGATCACGGGATT??????ACCCTCCGGATACTGCGCCA
GGAGAAAGGCTTTGAACTCACATGGCTTGGCCTGCTTGGGCATCCTCAGAGTAA
TGAGCACGAAAAC???????????????????????????????????????????????GTGATATCAC
TACGCGGGCTTTCCAGGTTTTGAGCCGGCGGTCCATCGGCTAGAA?TGTAACTGC
GGTGCTAACCAAGCCTCTAATAAAGAAGTCCAAGTGCATATCGTGAAATTGTTC
CGCGCCCGAAGTGCTTTAATGAGCTAATTAGCGGTCCAGAAG?TTGGAACTGTTA
CTGACGATTCGTTTTACATTTATATACCATTTCAAATGATGATGGCAATATTCCC?
?????GCACGAATGCACAGCCATTAGAGTCCACATACTCTCTGATTCGAACATGAG
AATTACTTCAATGCCTCCCTTGGCTCGAATTCTTA???????????????????????????????
????????????????TTTCCGTTTATGTAAATCTCGACCCATAGTAGATCTCCGTTGGAT
CGTGCTTCGAG?GTCTCATCTTCTTTTCGTCCTATTGTAGAGGACCGCTGAAAAC
CGAAGTGACTTTCCAATTATTTATTTCTACTGTTCAGATATCCTGCTTCTATATGA
AAGATT?TTTCTATATAGGTGCCGTCTTACGCTCTAACTGTTTAATCTACCTACTT
CGTATTACAAAAATTAAA??????CAGTCAGGATCACTTTACTAAAGTCCGATCCTT

 



 

CTCTGAGTAGAATTGTGTGTACCTGGTTTGACTGTATGTAAACTCAATGCAGG???
?????????????????????????? 
  </sequence> 
  <sequence> 
   <taxon idref="Dibamus"></taxon> 
  
 ?????????????????????????????????AGATCGATCCGG??????GAGGA?GGTCGA
GAGGCAGCGGTATCG?CTCGGAGTAAGACAAGCGGTCGACAGAGGCCGACCCCT
CATGGTTAAGCTAAACCGCGCGGGGACGACAAAGAAGATTCGCCGAGTAAGGC
GGAGAACCAATTCATTCGACAATAAGCTGGTTCCCGAAGTCCCTTATGGTGATG
CGAAAAACG?CACCGAAACAAAGGCGAACACGAAC??ACGGAAGCAAAAGATA
AACCAGAACGGGTCGGTGATATTCGTGCATGGCGGAATACTTTCGTACATCAGA
GATTCTTCTCTTCAGCGACGATTCAACAATGGATCGAGTAGGACCGATTCCCTAC
AGGCGAAGTGCAAAGGCCACCTCTTACAGCACCCAGCACCGAGTGGAGGGGGG
ATGTCATTCCGCAGAAGCACGGGTGGAACGAGTGCCCGGTTGAAGAATCATACT
CAATAAGAGAAGACATCCTCGCCAGGATCCCGTCCTGTACCTAAGTAAAGGGAA
GGCTGCCCTGGGTCGGAAGACTCTGGGTGTGCAGAGGGAAGGCATCACGGTCA
GCTAGGGAGTTGGAGGGAGACGTGCCGCGAGGCTTTACAAAAGGCGAGCAAGT
GGAACATGCTTACTTCACGGGTGCGACAGACACCGAGAGGAAAAATCCGAGGA
CAGTATATAGAGTGGACGCGAGGCGGTGTATATACTGGACTGGTCATGCCTAAA
ACGGACGCTGGTATACTCGAGGGCCGAGAGGTGACTAGAGCTAGGTCTGAGAG
GGTTAATCTGAGGGTAAGGGCAGGAAATCAACGACCCAAAACACAGAAAGATG
AACAAAGAGGGGTGCAATGGACAGCAGCAGCTCAAACGTCTTTCAAGTCGCTTC
TATATCATGATTTAATATCTGGAAAATTCAACGCGCGAAGAGGTAGGTGAGGAG
TGAACTACTC????????????????????????????????????????????????????????????????????
??????????????????????????????????ATGCTAACTCAA??????AAAAA?CCCTAATCTA
ACACTCTTCAA?CTACATATAGGTATGAAACTATAAAAGGCAACATAATGGTGG
GCTACACCAGGACTAGCTAAACACTTGAAAAGCCCGCATTCATTATATGGATAC
TACCATGAAGGATTAGATGACCGATATCGAGCTAGACACCTGATGGCCCGGTAG
ACAC?TACCTGAATATTCGACGAGTGCGGC??AGTCGAGTTAATCAGAATATGCA
TTCTAACCATTACTCGACGAATTCACTACCGAATTGGTGTTAGTATTGGAGCCGG
ACGTCCATTGCTACTTGTTAGTCTGGCTAAGAAATTTGAAGCATCGAAACAAAA
CATATAAGGGCGAATTCTCGGCAAAGTGATATATACTCAAAAGGATACTGTCTT
TTCTGCGAAAGACAATACTTAGAGCGTACCTGTCTGTACTTGGGAAAATAGCTA
CTCGGATTACTACTGCCAACTTCGAACTAGACCTAATCGCCATGTTAGTCGTAAT
TAAACTACTCAGTGAACCTTCCTTATAAATTAGTACAATAAATAGCTTTTTAACG
AGTGATGAAAGGGCCTCAACTGTCTCTTATCTCAGACATATTAAGACACATGGA
CTGTTTCAACAAACTCTTTGCTTCAGACTAAGCTTTATGGTCGCTATTTGGCGAA
AATTGATAGTACCGCCATGCTGACCGTACCAATTTACTCGGACAATAGAATGGC
ACAAACTAATGAGTAGTCCACTTACTCCTACTAGATGACCATAATTATATGATA
ACCACCAAAGAGGACCTAAATGAATATACTGGTAGATCGATTCAACTACTGATT
AGAAGAATTGATTATATATACTGGCCGCCAAGCATTGAAGTACAGTCATTCCAT
GAGAAGATCAATAACTCATCATTAGAGCTGCGCGAGAACGAATTGGT???????????
????????????????????????????????????????????????????????????????????????????????????
???????CAGAATAGATTAT??????CAGAG?ACTGAACTGCGCTAGTAGAAG?CTGAC
AAGCTTGGAATATTTTGCGAGTGTCAATGGCCCTCTACCTGTTTTAATCAGTGAA
TCAAACTGAGAGGGTTTGATTTCGCTGTTGAACTCACTCTTTTTTTGTGCGGACC

 



 

TCCTAGTTAGACCGGGTCTAAGTTCTCTCATCCGAGGAT?GCAAGCAACGCTATT
AAAAGAAGCT??AAGCCACCGAGTCTCGTATCTCGCTAACTTACTCGACTCGCTA
CCGTCAAAGACGCATCAGCTTACCATGATTCACTCTTCTTTTGGCTGATCGCCCC
TGTAATAGACTTGCCTGAACCTTTCCCAGAACAGATGTACATCAAAACGTAGCG
ATGGCCCAACGTAAATTTGAAAGATAATGTTTGCTGTGATATACGACTGGATAG
AAGAGCTTATTCGACACTCTCCTCGCTAGCATAAGAAAGGTCGAGTACATTGGT
CGATTTATGGAACGATGCTTAAACTATACACTATGCTCCAACATAAATATTAAGT
ACTGTGAACATAGGATGCGTTTGACTCCGGTAACTTAGATCTAGTATCATCTGAA
TCCTCACGCCTATTCTTTAGTTAACGCTAGGTCATGTTGGTTAACTGACACCGCT
TAAAAACGACCAGATTGTACCAACACCTGCTGTTAGTCTCAGTTAGATCTCCTTT
TTCACGACTGCGCTCCAAGTTTACGGGTAGGACTCTTGCATAATCAGGTTTCGTT
TGTGTGATAGCTTTCTATGTCGACGGGTTGACACTTAAAAGAGGGATCTCACCA
GAGTAGCAAGGTATTTAGTGCAGAGAATTGACGTGAACATCGACGTTTTAGAAA
GGCATCCGACAAGACGCCCCTGCCAGGGCCACTTCTGCGTATCCCACTCTTCATA
AATCCTTTGCTAGTGTGCAGCGCT???????????????????????????????????????????????
?????????????????????????????????????????????????????AGCGTAACTGACGAGGATTT
GGG?TCAGCCCCCCCGTTTAGTGC?TTCCCCCGTGGTGTGTAGATTGGAGGGACG
AATAAACCGTACATTGGCAGGCCGCAAGGCGGGGAATGC??CGAGGAAAAGTGG
AAATCCGATGAGTAAGAGAAGGTGTACCTTAAACTCATTTGAGGGTGTCCTCTA
GCCGTACGAATAAGCAGTAAGGTGTT???????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
?????????????????????????????????GCGCGGGCTTTCTAGGAGTTGAG?CCGTGGTCC
GTCGGCTAGAA?TGTTACTGCGGTGCTAACCACGCCTCTAATAAGGAAATCCGA
GTGGATATCGTGAAATTGTTCCGCGCC??AAGTGCTTTAATGAGCTAATTAGGAG
TGCAGAAAATGAGAACTGTCACTGACCATTCGTTTTACATTTATATACCATTTCA
AATGATGAT?GC??????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
?????????GTCACTCCTGGCGCATAACGGGAG?TTGTTCTCTCGTGTTACGTG?GTGG
TCCCTTCTTTCTGTCCTATCGTAGGGGACTGCGAAAAGTTGAGGTTATTTTCTGG
TAATTCATTT??GCTTTTTAGATATCCTGCTTTTGTTCGGAAAGGTGTATCAGCGC
ATAGACCAATTGACGCTCTATTTCTGTAATTTACCTA?TTCGTACTAC????????????
????????????????????????????????????????????????????????????????????????????????????
??????????????????????????????????? 
  </sequence> 
  <sequence> 
   <taxon idref="GeochIndo"></taxon> 
  
 ????????????????????????????????????????????????GAAGAGGA?GGTTGAGAA
ACAGGGGCGGGA?CCCGGAGTACAACGCGAGGGACAACGAGGCCGACCCCTCA
TGGTTAAGCTAAACCGCGCGGAGACGCCAAAGAAGATTCGCAGAGTAAGGCGG
AGAACCACTTCATTAAACAATAAGCTGGTTCAAAAAGTATCTCGTAGTTAGCCG
GAAAACC?TATCCGAACAAAGGTGAAAAAGAAC??GCGAAAACAAAAGATAAAC
CAAACCGGGTCGGTAATATTCGTGCACGGCGGAATACTTTAATACATCAGAGAT
TCTTCTCTTCAGCGACGATTCAACATCGGCTCGAGTGGGGTCGATTCCCTACAGG
AAAGATACGAAGGCCACCTCTTACAGCACCCAGCACCGAGTGGAGGGGGAAGG
TCATTCCGCAGAAGCACGGGTGGAACGAGAGCCCGGTCGACGAATCATACTCAA
TAAGAGAAGACATCCTCGCCAGGAGCTCGTCCTGTACCTAAGTAAAGGGAAGGC

 



 

TGCCCTGGGTCGGAAGAATCTGGGTGTGTAGCGGGATGGAAGCGCGGTTAGCTA
GGGAGTTGGAGGGAGACGAGCGGCGAGGCTTTACAAAAAGCGAGAAAATGGGA
CATGCTTACTTCACGGGTGCGACAGACACCAGGAGAAAAAATCCGAGGACAAT
ATATAGAGTGGACGCGGGGCGGTGTATATACTGGACCGGTCATGCCTAAAACGG
ACGCTGGTATACTAGTGGGTCGAGAGGTGACTAGAGCTAGGCCTGAGAGGGTTA
ATCTGAGGGTAACGATAGGAAATCTACGACCAAAAACACAAAAAGATGAACAA
AGAGGGGTGTAATGGACGGCAGCAGCTCAAACGTATTTCGAGTCGTCTCTATAT
CCTGGCCTAATATATGGAAAATTCAACGCGCGAAGAGGTAGGTGAGGAGTGAA
TTACT????????????????????????????????????????????????????????????????????????????
??????????????????????????????????????????CAAAACAA?TCCTAAGCTTATATCTCTC
AA?CTTCACATAAAAACTAAACAATATAAACCAACATAATGGTGGTCTACAGAA
GGACTAGCTAAACAGTTGAAAAGCCCGCATTCATTATATGGATACTACCGTGAA
GGGTTAGATGAGCGATATCGAGCTAGACACCAGCTGACCGGGTAGAAAC?CATA
TGAGTATTCAGCGACAGTAAA??TATAAAATTAATCAGAATATGCATTCTAACCA
TTACTCGATGAATTCACTACCGGATTGGCGTTAGTATTGGAGCCGGACGTCCATT
GCTACTTATTACTCTGGCTAAGAAATTTGAAGAATCGAAATAAAATACATAAGG
GCGAATTCTCGGCAAAGTGATATATACTCAAAAGGATACTGTCTTTTCTGCGAA
AGACAATACTTAGAGCGTACCTGTCTGTACTTGGGAAAATAGCTACTGGGATTA
CTACTGCCAACTTCGAACTAGACCTAATCCACATGTTAGTCGTCACTAAACTACT
CAGTGAACCTTCCTTATAAATTAGTACAATAAATAGCTCTTTAACGAGTGATGA
AAGGGCCTCAACTGTCTCTTATGTCAGAAATGTTAATACACATGGACTGTTTCAA
CAAACTCCTTGCTTCAGACTAGGTTTTATGGTTGCTATTTGGCGAAAATTGATAG
TACCGCCATGCTGACCGTACCAATTTACTCGGACAATAGAATGGCACAAACTAA
TGAGTAGTCCACTTACTCCTACTAGATGACCATAATTATATGATAAACATCAAA
GAGGACCTAAATGAATATACTTGTAGATCGATTCAACTACTGATTAGAAGAACT
GATTATATATACTGGCCGCCAAGCATTGAAGTACAGTCATTCCATAAGAAGATC
AATAACTCATCATTAGAGCTGCGCGAGAACGAATTGGT?????????????????????????
????????????????????????????????????????????????????????????????????????????????????
?????????ATAGAACG?GCTGCACTAGGGTGATAGAAG?ATGATACATTTGGTCAAT
TCCGAGAGTATTAACGGGCCCCTATATATTCCGATTTTTAAGCTATGATGAGAGA
AAATGATTTCATTGTCGAATCCACCATGTTCCCGCCCCAGCCCCATAGTCGGCCC
GTGGCCCACCTTTTTTTTGTGAGCGA?CTAGGCAGCGCTAATCAATATAAAA??A
GGCCATTGAGTTCCGGATTCCATTATCCTATCTGCCTCGCTGTTGATAGAGATCC
ACCATCCTGCCATGCCTTCCCACTCCTTCGGTAGACTGCCCTCGTGACAGAATTG
GTGGCACCTTGCCCAGGAGAGTCATATACCAGGACACAGCGAAAGTTGAACGTA
CATTTGAAAATTAGTGCATGCGGTGAAATACAAATGGATAGAGGAAGTCATTCG
ACACCCTCCTCGCTAGCATAATATGAGCCGAGTTCCTTGGATGATTTATGGACTG
ATGCTTAAGATATGGAGGACATTCCGACATCGGTATTACGTTCAGCGGACTGAC
GAAACGTCTGTCCCTGGGGGTTTGGATCTGGTATAATCTGGATATTCCCGCCTAT
TTTATAGCTAACGCTAGGTCGCGCTGACTAACTGTGACCGCTCAAAAGCGACCT
GTTAGACCCAACACCTGTATTTGATCTAGATTACACTTCCCTTTTATCGACTGCG
CCCCAAATTTACGGGTGAGGCCATTATTTGATCAGGTTTCATCTGTTTCATAGTT
CTCTGTGCTGACGTGATGGTGCTCATAAGGAGGGGTTCGCTGGAGCGGCAGGGT
ACTTAGTGCAGAGAAATAAAGTGAGTACAAAGGCTCTGGAAGGGTACACAGCA
AGGTATCCCAATTTGGGCAGCGCATGCGTATCTCATTTTTTATTAATCCTTCGAT
AGTGTGCAATGTC????????????????????????????????????????????????????????????????
??????????????????????????????????TGGCCCTAACTGACTAGGACTTGGACTCAGCC

 



 

CCCCCGTTTAGTGC?TTCCCCTGTGGTGTGTAGATCGGAGGGACGAATAAACCGT
CCATTGGCAGGCCCCGAGGCGGGGAATGCGACGACGAAAAGTGGCAACCCGAT
GAGTCCGAGGGGGGGTGGGCCAAGGTTGTTTGAGAGTGTCCTCTAGCCGCACGA
GTAAGCGGTAAGGTGTTCACGGAGTT??????GCCCTCCGGATACCGCGCC????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????CTATGCG?GCTT?CGAGGATTTGGCCCCGCG?TCC
GTCGGCTAGAA?TGTTACTGCGGTGCTAACCAAGACTCTAATAAGGAAGTCCGA
GTGCATATCGTAAAATTGTTCCCCGCCCGAAGTGCTTTAACGGCCTAATTAGCGG
TAGAGAAAGGGGGGACTGTCACTGAGCATTCGTCTTACAGTTATATACCATTTC
AAGTGATGATGGCAATAAACCC??????GCATAAAGGCACAGCCATT??????????????
????????????????????????????????????????????????????????????????????????????????????
??????????????????????????TGCGG?CTTCG?TTGATAACCAGATTA?GTTGGTACGCG
CCACGTA?GCAAGCGCTGCTGTCCGCCCTGGAGTGAGGGGCCGTGGAAGATCGT
AGTGCCACTCTAATTATTCATCTCCGCCGCCCAGATGCCTCGCTCCTCTCCGGAG
AGTTGTATCAACACATGCGTTCTCTGTCACCCCAGCTGTGCGGTTTGCCCGGGGT
GTACTGCCAGGGTTGTA??????TCGTCGGGCATCCTCTGCG???????????????????????
????????????????????????????????????????????????????????????????????????? 
  </sequence> 
  <sequence> 
   <taxon idref="Gallus"></taxon> 
  
 ?????????????????????????????????AGACTCAGCTGAACTAAAGCGCG?GGTA
GAAAACCAGGGGCAGGA?TACACAGTAGAACGCGAGGAGAAACGAAGCCAACA
CCTCATGGTTAAGTTAAACCGCGCGGGGACTCCAAAGAAGATTCGCAGAGTAAG
GAGGGGAACCACTTCATTAAACAATAAACTGGTTCAAAAAGTCCCTGATGGTCA
CACGGAAAACC?CAGCCGACGAAAGGCGCGAAGAAAC???GAAAAAGAAGAAAT
AAACCAAACCGGGTCGGTAATATTCATGCATGGCGGAATACTTTAATACATAAG
AGTTTCTTTTCTTCAGCGACGATTCAACGACAAATCGCGTGGGATCGATGCCTTA
CAGAAGAGCTACAAAGGCCACCCCTTAAAGCACCCAGCACCGAGTGGAGGGGG
AAGGTAATTCCGTAGAAGCACGGGTGGAACGAGTGCCCGGTCGACAAATCATA
CTCAATCAGAGGAGACATCCCCGCCAGGAGCTCGTCCTGTACCTAAGTAAAGGG
AAGGCTGCCCTAGGTCAGAAGAATCTGAGTGTGTAGAGGGATGGAAGAACGGT
CAGCTAGGGAGTTGGAGGGAGACGAGCGGCGAGGCTTTAGAAAGAGCGAGAAA
ATGGGACATGTTTACTTCACGGGTGCGACAGACACCAGGAGGAAAAGCCCGAG
GACAATATATCGAGTGGACGAGGGGCGGTGTATATACTGGACCGGTCATGTCTA
AAACGGACGCTGATATACTCGTGGGCCGAGAGGTGACTAGAGCTAGGTCTGAG
AGAGTTAATCAGAGGGTAACGGAAGGAAATCTACGACCAAAAATACAAAAAGA
TGAACATAGAGGGGTGTAATGGACGGCAGCAGCTCAAACGTCTTTCGAGTCGTC
TCTATATCCTGGCCTAATATATGGAAAATTCAACGCGCGAAGAGGTAGGTGAGG
AGTGAACTAATCAAAGACTATTGAGGGT????????????????????????????????????????
??????????????????????????????????????????????ATGCTAAACCAAGAGTAAAAAAA?
TCCCAAATCTAAAAATCGGAA?TTTCAAATTGACACTAAATAATATAAACCAAA
ATAATGGTGGTCTACAGAAGCACTAGCTAAACTGTTGAAAAACCCGCATTCATT
ATATGGATACTACCGTGAAGGGTTAGATGACCGATATCGAGCTAGACACCAGAT
GACCGGGTAGAGAC?CATAAGAGTATTCAGCGTAGGTAAA???TTAAAATTAATC
AGAAGATGCATTCTAACCATTACTCGATGAATTCACTACCGGATTGGCGTTGGT
GTTGGAGCCGGACGTCCATTCCTACTTATTAGTGTGGCTCAGAAATTAGAAGAA

 



 

TCAAAATAAAATAACTAAGGGCGAATTCTCGGCAAAGTGATAGATACTCAAAA
GGATACTGTCTTTTCTGCAAAAAACAATACTTAGGGCGTACCTGTCTGTACTTGG
GAAAATAGCTACTCGGATTACTACTGCCAACTTCGAACTAGACCTAATCCACAT
GTTAGTCGTCTCTAAACTACTCAGTGAACCTTCCTAATAAATTAGTACAATAAAT
AGCTCTTTAAGGAGTGATGAAAGGGCCTCAACTGTCTCTTATCTAAAAAGTGTT
AATACACATGGACTGTTTCAACAAACTCCTTGCTTCAGACTAAGATTTATGGTTG
CTATTTGGCGAAAATTGATAGTACCGCCATGCTGACCGTACCAATTTACTCGGAC
AATAGAATGGCACAAACTAATGAGTAGTCCACTTACTCCTACTAGATGACCATA
GTTATATGATAAACACCAAAGAGGATCTAAATGAATATACTTGTGGATCGATTC
AACTACTGATTAGAAGAACTAATTATATATACTGGCCGCCAAGCATTGAAGAAC
AGTCATTCCATAAGAAGATCAATAACTCATCATTAGAGCTGCGCGAGAACGAAT
TGGTGATACGACATAATAATT???????????????????????????????????????????????????
??????????????????????????????????TAGGATAAATTTACACACGTAAAG?ATTACAC
CGGTATAATAAAAG?ATGAGGCCGCTGAATGATCTCGAAACCATCGCCGGATCC
CTATGTATTCCGATTAATAAATTATGGAGAGAGAAACTGATTTAATCGTTGAGTT
CTCTCTATTCCCGTTCCGACTTTATATTTTGCCGGGGGCCTACTAGCCGCCGACG
AGCAA?CCAATCATGGCTAATTATCACAGCA???GAGCATAGAGTACCGCATCCC
AGTATTTAATCTACCTCGCTGTTGACAGAAGTACGTCATCTCTCCATGACTCTCC
GTTCCTTTGACAGACCGCCTTCGCAACTTAATTAGCGCAATCACCTCCGGGATAG
CTCCATATCAAGGTTGTGCGATGATTGAAGATACGTTTGAAGTTTAGTACGTGCG
ATAAAACACGAATAGGTAGACAATATTCTTCGAAACCTTCCTCGTCAGCATAAT
CTGGGTCGAGTTTCCCGACCAATTTTTAGATCGATACTCAAGATATAAAAACCGT
TCCAACATAGATATTACGTTTAGCGGAACGGCGGTACGTCTGTTCCTGAAAGCT
CAGATCCGGTATTTTCAGGTACTATACGCTTACCGCAGAGCTAAAGCTAGGTCA
CGTTGGTTAACTATGAACGCTCAAGAGTGGCTAGTTAAACCGAACACCTATACT
TGATAGAGAGGGCATCTTCTCCTTACCAGCCGTGCCCCCCGCCTATGGATAAGG
CCATCATTTGCTCAGGTTGCATTAGTTCCACGGCTCTCCAAATCGTCGGGTTACT
GTTTGTAGGGGGGGGTTCATCGGGGAAATGGGGTGCTTAGCGCAGAAGAATAA
AGTGAGTACAAAAGCTTGAGAAAGATGCTCAGTAAGGCGCCTTAGTTGGCGTCG
TACATGCGTCTTCCACTTTATACTAATGCTTTGATAATGCACAATGGCGAGTGGG
CACTAGGTCA????????????????????????????????????????????????????????????????????
????ATCCTGCTCTGGTACTAACGGACGAGGAGTCGGACTCAACCCCCCTGTTTAG
TGC?CTCCCCCGTGGTGGGTAGATCGGAGGGACGAAAAAACCGTCCATTGGCAG
GCCCCGAGGCGGGGAATGCGACAACGAAAAGTGGAGACCCGATGAAGGTACGG
GGGGGTGAAGCAAGGGGTTTTGAGAGTGTCCTCGAGCCGCACGAACAAGCGGT
AAGGTGTTCACGGGTTC??????ACCGTCCGGATACCGCGCCAGGAGAGAGGATTT
GAACTCAGACGCCTCGGCCTGCTGGGGTATCCCCGGGATCGTGGGCACCAAAAT
TTAGGGGGCCAGGCCCCACAGCAGACT????????????????????GTTCTATCCCCATG
CGGGCTTTCGAAGACTTGGCCCCGCGGTCCGTCGGCTAGAG?TGTTACTGCGGTG
CTAACCAAGTCTCTAATAAGGAAGTCCGAGTGCATATCGTAAAATTGTTCCGCG
CCCGAAGTGCTTTAATGATCTAATTAGCGACGGAGAAAAGGGGGACTGTCACTG
ACGATTCGTCTTACAGTTATATACCATTTCAAGCGATGATGGCAGTAAGTCA????
??GAATGAAGGCACAGCCATTAGAGTCCACATACTCTCTGATTTGAACATGAGAA
TTACTTCAATGCCTCCCTTAACCTGAGTGGTTGGGGACATAAGTGCCATTCGTGC
TAAATA???????????????????TCTTTGGCCATACGATCCCTATCTCATAACCAAGCT
ACGACTGCACGCGCCCCGTG?CCCGGCGCTGCTGTCCGCCCCTGTGTGGGGGGCC
ACGGACAGCCGTGGCACAGGTTTGGTGGTTCGTCTCCGCCGCCCCGGTTCTCCGC

 



 

TCCCCTATGGGGCGGGAAATGGGTGCGGGTGCCGTCCGTCACCTCGGCCGCCCG
GTCTCCCTGCAGCGCACCCCCGAGGGCGCG??????CCTTCGAGCGCCCCTTGCCG
CGGCTCAACCCCTCCCCGGCCGGGGCCGCGGGCGCTTGACCCGCTTGGCCCCCG
AGGCAGTGCCCCCCGGTCAGGCCCGCGGCCCCGCGGGCCG? 
  </sequence> 
  <sequence> 
   <taxon idref="StruthioEmu"></taxon> 
  
 ?????????????????????????????????AGCTTGAACTGGACTGAAACGGG?GGTT
GAAAAGCAGGAACAGGA?TACGCAGTAGAAGGCGAGGAGAAACGAGGCCAACA
CCTCATGGTCAAATCAAACCGCGCGGAGACTCCAAAGAAGATTCGCAGAGTAA
GGCGGAGAACCACTTCATTAAACGATAAGCTGGTTCAAAGAGTCCCTCATGGTC
AGCCGGAAAACT?CAGCCGACGAGAGGCGCAAAGCAAC??GCAAAAATAAGAGA
TCAACCAAACCGGGTCGGTAATATTCATGCATGGCGGAATACTTTAATACATAA
GAGATTCTTTTCTTCAGCGACGATTCAACGACGAATTGAGTGGGATCGATACCCT
ACAGAAGCGCTGCAAAGGCCACCCCTTAAAGCACCCAGCATCGAGTGGAGGGG
GAAGGTAATTCCGTAGAAGCACGGGCGGAACGAGTGCCCGGTCGACGAATCAT
ACTCAATAAGAGGAGACATCCTCGCCGGGAGCCCGTCCTGTACCTAAGTAAAGG
GAAGGTTGCCCTAGGTCGGAAGAATCTGGGTGTGTAGAGGGATGGAAGAACGG
TTAGCTAGGGAGTTGGAGGGAGACGAGCGGCGAGGCTTTAGAAGGAGCGAGAA
AATGGGACATGTTTACTTCACGGGTGCGACAGACACCAGGAGGAAAAGCCCGA
GGACAATATATAGAGTGGACGCGGGGCGGTGTATATACTGGACCGGTCATGTCT
AAAACGGATGATGGTATACTCGTGGGCCGAGAGGTGACTAGAGCTAGGTCTGA
GAGAGTTAATCCGAGGGTAACGGTAGGAAATCTACGACCAAAAATACAAAAAG
ATGAACATAGAGGGGTGTAATGGACGGCAGCAGCTCAAACGTCTTTCGAGTCGC
CTCTATATCCTGGCCTAATATATGGAAAATTCAACGCGCGAAGAGGTAGGTGAG
GAGTGAACTCATCAAAGACTATTGAGGGT???????????????????????????????????????
???????????????????????????????????????????????ATGCTAAGCCAACGGTAAAACAA
?CCCCGAGTTTAAAACTCGCAA?CTTCACATTGAGACTAAACAATATAAAACAAA
ATAATGGTGGTCTACAGAAGGACTAGCTAAACTGTTGAAAAACCCGCATTCATT
ATATGGATACTACCGTGAAGGGTTAGATGACTGATATCGACCTAGACACCAGCT
GGCCGGGTAGAGAC?CGTATGAGTACCCGGCGTAAGTAAA??CATAAAATTAATC
AGAATATGCATTCTAACTATTACTCGATGAATTCACTACCGGATTGGCGTTAGTA
TTGGAGCCGGACGTCCATTGCTACTTATTAGTGTGGCTAAGAAATTTGAAGAAT
CGAAATAAGATACATAAGGGCGAATTCTCGGCAAAGTGATAGATACTCAAAAG
GATACTGTCTTTTCTGCAAAAGACAATACTTAGGGCGTACCTGTCTGTACTTGGG
AAAATAGCTACTCGGATTACTACTGCCAACTTCGAACTAGGCCTAATCCACATG
TTAGTCGTCTCTAAACTACTCAGTGAACCTTCCTTATAAATTAGTACAATAAATA
GCTCTTTAACGAGTGATGAAAGGGCCTCAACTGTCTCTTATCTTAGAAATGTTAA
CACACATGGACTGTTTCAACAAACTCCTTGCTTCAGACTAAGATTTATGGTTGCT
ATTTGGCGAAAATTGATAGTACCGCCATGCTGACCGTACCAATTTACTCGGACA
ATAGAATGGCACAAACTAATGAGTAGTCCACTTACTCCTACTAGATGACCATAG
TTATATGATAAACATCAAAGAGGATCTAAATGAATATACTTGTGGATCGATTCA
ACTACTGATTAGAAGAACTAATTATATATACTGGCCGCCAAGCATTGAAGAACA
GTCATTCCATAAGAAGATCAATAACTCATCATTAGAGCTGCGCGAGAACGAATT
GGTGATACGACAGAATAATT????????????????????????????????????????????????????
?????????????????????????????????TAGAATAAATTTCCACATGCAAAG?ATTACACT

 



 

AGTGTAAGAAAAG?ATGAGGCAGCTGGATGATCTCGAAACTATTGTTGGATCCC
TATATAATCCGATTAATGAGCTATGGTGAGAGAAACTGATCTTGTTGTCGAGTTC
ACTCTATTTCCGCTCTAACTTCATACTCTGCCGGGGACCCACTTGCCTCCGTCGA
ACAA?CTAGTCAAGGCTAATTAACACAGCA??AGAGCACAGAGTCTCGGATCCCA
CTATTCAATCTACCTCGTTGCTGATAGAAGTACGTCATCTTATCATGCCTCCCCG
TTCTTTTGACAGACCGCCTTCGAAACTAGATTAGTGATACCACCCCCGGGAGAG
TCTCATACCACGGTCGTGCGATGATTGAAGATACGTTTGAAGAATAGTACGTGC
CATAAGATACAAATAGGTCGAAAATATCTTCCGACACTATTCTCATTAGCATAA
TCTGGGACGAGTTTCTTGACCACTTCGCGGATCGACACTCAAGTTACAAAGGAC
ATTCCAGCATAGATATTACGTTCAGCGGACCGATGAAATGTCTGTTCCTGGAAG
CTTAGATCCGGCATGATCAGGTGCTTCACGCTTACTGTACAGCTGGAGCTAGGTC
GCGCAGGTTAATTATGGACGCTCAAAAGTGACTAGGTAGATCGAACACCCGTAA
TTGATCGAGAGGGCTTCTCCTTCTTCACGAACGTGTCTCAAGCTTATGGGTAAGG
CCGCTGTTTGCTCAGGTTACATTTGGTTCATGGTCCTCTATACCGTCGGGATATT
GTCTGTAGGGGAGAGTTCACCGGGGCAGTGGGGTATTTAGCGCAGAAGAATAA
AGTSAGTACAAGGGCTTGAGGGGGATACTCAGTAAGGCGTCCTGGTTTGCGTAG
CGTATACGTATTCCACTTTTTACTAATACTTCGATAATGTACAATGGCAAGTCGG
CACTAGGTCG????????????????????????????????????????????????????????????????????
?????????????TGGTCCTAACTGACT?CGAATTGGACTT?ACCCCCCCGTTTAGT?C?C
TCCCCCGTGGTGTGTAGATCGGAGGGACGAAAAAAACGTCCATTGGCAGGCCCC
GAGGCGGGGAATGCGACAACGAAAAGTGGAAACCCGATGAAGATACGGGGGG
GTGAAGCAAGGAGTTTTGAAAGTGTCCTCGAGCTGCACGAGTAAGCGGTAAGGT
GTTCACGGGTTC??????ACCGTCCGGATACCGCGCCAGGAGAGA?????????????????
????????????????????????????????????????????????????????????????????????????????????
???????????????CTATGCGGGCTT?CGAAGAATTGGCCCG?CGGTCCGTCGGCTAGA
A?TGTTACTGCGGTGCTAACCAAGCCTCTAATAAGGAAGTCCGAGTGCATATCGT
AACATTGTTCCGCGCCCGAAGTGCTTTAATGATCTAATTAGCGACGAAGAAAAG
GGGAACTGTAACTGACGATTCGTCTTACAGTTATATACCATTTCAAGTGATGATG
GCAATAAGTCA??????GCATGAAGGCACAGCCATTAGAGTCCA??????????????????
????????????????????????????????????????????????????????????????????????????????????
??????????????TGTGA?T?CCA?TCGATAATCGGA?TACGT?CGCACGCGCCACGCG?
CCCGGCACTGCTCTCCATCCTTATGTGAGGGCCCACGGAGAGCTGTGGTACTGG
TTTGATGGTCCGTCTCCGCCGCCCCGATGCCCCGCTACTCTTTAGGGTGTTAAAT
AAGCGCGAGTGTTTTCTGTCACTTCAGCTGCGCGGTATCCCTAGAGCGTACTGCC
AAGGTCGCG??????TCGTCGAGCACATTCTGCCGAGGCTC????????????????????????
????????????????????????????????????????????????????????????????? 
  </sequence> 
  <sequence> 
   <taxon idref="Sphenodon"></taxon> 
  
 ?????????????????????????????????AGATTGAGCCGGATCAAAGAGGG?GGTT
GAGAGACGGAGATATAA?CTCACAGTAAGACAGGAGGAACATAGAGGCCGACC
CCTCATGGTTAAGCTAAACCGCGCGGAGACGCCAAAGAAGATTCGCAGAGTAA
GGAGGAGAACCACTTCATTAAACAATAAGCTGGTTCAAAAAATCCCTTATGGTG
AGCCGGAAAACC?CACCTGAACAGAG???CAAAGAAAC??GCAAAAACAAAAGAT
AAACCAAAACGGGTCGATGATATTCGTGCACGGCGGAATACTTTAATACATCAG
AGATTCTTCTCTTCAGCGACGATTCAACATCGGATCAAGTGGGGCTGATGCCAT

 



 

ACAGGAGAGGTGCAAAGGCCACCCCTTAAAGCACCCAGCACCGAGTGGAGGGG
GGATGTCATTTCGTAGAAGCACGGGCGGAACGAGTGCCCGGTTGACGAATCATA
CTCAATAAGAGAAGACATCCCCGCCAGGAGCCCGTCCTGTACCCAAGTAAAGGG
AAGGCTGCCCTGGGTCGAAAGAATCTGTGTGTGCAGAGGGACGGAATCGCGGTC
AGCTAGGGAGTTGGAGGGAGACGTGCGGCGAGGCTTTACAAAAAGCGAAAGAA
TGGGACATGTTTACTTCACGGGTGCGACAGACACCAGGAGGAAAAGCACGAGG
ACAGTATATAGAGTGGACGCGGGGCGGTGTATATACTGGACTGGTCAGGTCTAA
AACAGACGCTGGTCTACTCGTGGGCCGAGAGGTGACTAGAGCTAGGCCTGAGA
GGGTTAATCTGAGGGTAACAGCAGGAAATCTACGACCAAAAATACAAAAAGAT
GAACAAAGAGGGGTGTAAAGGACGGCAGCAGCTCAAACGTCTTTCGAGTCGCC
TCTATATCCTGGCTTAATATATGGAAAATTCAACGCGCGAAGAGGTAGGTGAGG
AGTGAATTAC????????????????????????????????????????????????????????????????????
????????????????????????????????????ATGCTAACCCAAGGCATAAACAA?TTCTGAC
TTTAAACCTCCCAA?CGTTAGATGGATACTGAACAATACAAACCAACATAATGG
TGGTCTACAGAAGGACTAGCTAAACACTTGAAAAGTCCGCATTCATTACATGGA
TACTACCATGAAGGGTTAGATGACCGATATCGAGCTAGACACTAGATGGCCAGG
TAGAAAC?TATCTGAGTATCC???AATAGTAAG??CTTAAAATTAGTCAGAATATG
CATTCTAACCATTACTCGATGAATTCACTACCGAATTGGCGTTAGTATTGGAGCC
GGACGTCCATAGCTACTTATTACTCTGGCTAAGAAATCTGAAGGATCGAAACAA
AACACATAAGGGCGAATTCTCGGCAAAGTGATATATACTCAAAAGGATACTGTC
TTTTCTGCGAAAGACAATACTTAGAGCGTACCTGTCTGTACTTGGGAAAATAGCT
ACTCGGATTACTACTGCCAACTTCGAACTAGCCCTAATCCACATGTTAGTCGTCT
CTAAACTCCTCAGTGAACCTTCCTTATAAATTAGTACAATAAATAGCTCTTTAAC
GAGTGATGAAAGGGCCTCAACTGTCTCTTCTCTCAAAAATGTTAACACACATGG
ACTGTTTCAACAAACTCCTTGCTTCAGACTAGGTTTTATGGTTGCTATTTGGCGA
AAATTGATAGTACCGCCATGCTGACCGTACCAATTTACTCGGACAATAGAATGG
CACAAACTAATGAGTAGTCCACTTACTCCTACTAGATGACCATAATTATATGAC
AAACACTAAAGAGGACCTAAATGAATATACTTGTAGATCGATTCAACTACTGAT
TAGAAGAACTGATTATATATACTGGCCGCCAAGCATTGAAGTACAGTCATTCCA
TAAGAAGATCAATAACTCATCATTAGAGCTGCGCGAGAACGAATTGG???????????
????????????????????????????????????????????????????????????????????????????????????
????????CAGAATAGATTACCCAACTGAAAG?GCTGCACTGGAATAATAACAG?AT
GGCAAAGTTGGATAATCCTGAAGGTATTAAAGGGTCTTTGTATATCACGATTAG
TGAGCTACGATAAGAGAAGATGAATTCGTTGTCGAATTCATTTCTTCTCCGCCCC
AGCTTCATAGTCAGCCCGGGGTCAGCTGTTCTTTTGCGAGGAA?GCGAGCGACG
CTA???AACGCGGCA??AGGGTACCGAGTTCCGTACCTCGTTAACTTATTGGCCTC
GTTGTTGTCAGAAACGTACCACTTTACCATGCCTCCCTATTCCTTTGGCAAGCCG
CCTTTGTGACAGAATTAGTAGTATCTCCCTCGGGAGAGTTACATATCAAAACAG
GGCGATAGCCGAGTGTACATTCGAAAAATAGTGCGTGTGGTAACATACAATTGG
ATCGAGAAAGTTATTTGACACCCTACCCGCTAGCGTAACAAGGACCGAGTTCAT
TGACTGAACTATGGATTGATACTTAAACTGTGCAGAACATTCCAACATAGATTTT
ACGTAAAGTGAACCGAAGATACGTCCGTCCCTGGAGGTTTTGATCTGGTATAAT
CAGGATACTTACGTCTATTCTATAGCTAACACCAAATCATGCTGGGTAATTGTGA
CCGTTCAAAAACGACTGTGTGGAATTAACACCCGCAATTGATCTACGCTATATTT
CCCCTTTACCGACCGTGCCCCCCGCCTACGGGCAGGGCTACCGATGGACCAGGT
TTAATCTGTTTGATAGCTCTCTAGGCCGACGTGCTGACACTTAGAAGGAGGGATT
CGTCAGAGCGAAAGGGTACTTAGCGCAAAGAAATAAAATGAATACAAAAGCTC

 



 

TGGAAGGGTACACAATAAGACGTTCCAATCTGGGCAACGCATGCGTACCTCATT
TTCTACTAATCCTTCGATAGTGTGCAGTG????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
???????????????????????????????????????????????????????TAAACCGTCCATTGGCAG
GCCTCGAGGCGGGGAATGCTACGACGAAAAGTGGAAACCCGATGAGTGCGAGG
GGAGGTGGGCTAAGCTCATTTGAGAGTGTCCTCTAGCCGTACGAATAAGCGGTA
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????GGAA
GTCC?AGTGCATATCGTGAAATTGTTCCGCGCCCGAAGTGCTTTAACGACCTAAT
TAGCGGCAGTGAAGGCGGGGACTGTTACTCACGATTCGTTTTACAGTTATATAC
CATTTCAAATGA?????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
???????????TCGCGGATGACCGAGGTGTTACTGTGGTTATCTATCTCCGTTGCCCCG
GTACTCCATTCTTGTCTAGAAAGTTATATGCGAGCACGCCCTCTCTGTCATCTTA
ACTGCGCGGATCACCTGGTCCG??????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
??? 
  </sequence> 
  <sequence> 
   <taxon idref="Gavialis"></taxon> 
  
 ?????????????????????????????????AGACTGAACCGGACGGAAGAGGG?GTTT
GAGAGCCAGGGACGAGA?CGGGCGGTAGAACACGAGGAACAACGAGACCGACG
GCTCATGATTAAGCTAAATCGCGCGGAGACGCTAAAGAAGATTCGCAGAATAA
GGCGGAGAACCACTTCATTAAACAATAATCTGGTTCAAAAAGTCCCTCATGGTC
AATCGAAAAACC?CATCCGACTAAAGGCGCAAATGAAC??GAAAAAACAAAAAA
TAAACCAAACCGGGTCGGTAAGATTCATGCACTGCGGAATACTTTAATACATCA
GAGATTCTTTTCTTCAGCGACGATTCAACGGCACATCGAGTGGGATCGATGCCCT
ACAGAGGAGGTACAAAGGCCACCCCTTAAAGCACCCAGCACCGAATGGAGGGG
GAAGGTAATTTTGCAGAAGCCCGGGCGGAACGAGTGCCCGGTTGACGAATCATA
CTCAATAAGAGGAGACATCCTCGCCAGGAGCCCGTCCTGTACCTAAGTGAAGGG
AAGGCTGCCCTGGGTCAGAAGAATCTGGGTGTGTAGAGGGATGGAAGCGCGGT
TAGCTAGGGAGTTGGAGGGAGACGTGCGGCGAGGCTTTAGAAAAAACGAGAGA
ATGGGACATGCTTACTTCATGGGTGCGACAGACACCAGGAGGAAAAGCCCGAG
GACAATATATAGAGTGGACGCGGGGCGGTGTATATACTGGACCGGTCATGCCTA
AAACGGACGCTGGTATACTCGTGGGCCGAGAGGTGACTAGAGCTAGGTCTGAG
AGGGTTAATCTGAGGGTAACGGTAGGAAATCTGCGACCAAAAACACAAAAAGA
TGAACAAAGAGGGGTGTAATGGACGGCAGTAGCTCAAACGTATTTCGAGTCGCT
TCTATATCCTGGCCTAATCTATGGAAAATTCAACGCGCGAAGAGGTAGGTGAGG
AGTGAATTACTCAAAGACTATTGAGGGC????????????????????????????????????????
??????????????????????????????????????????????ATGCTAACCCGAGATTAAAACAA?
TCCTAAGGTTATACTTCTTAA?CTTTACATAGCAACTAAACAATATAAACCAACA
TACTGGTGGTCTACAGAGGGACTAGCTAAACAGTTGAAAAACCCGCATTCATTA
TATGGATACTACCGTGAAGGGTTAGATGGCCAATATCGAGCTAGACACCAGATG
ACGGGGTAGAAAC?CATATCAGTATTCAGCGAAGGGAAA??GATAAAATTAATC

 



 

AGAATATGCATTCTAACTATTACTCGATGAATTCACTACCGGATTGGCGTTAGTA
TTGGAGCCGTACGTCCATTCCTGCTTATTACTCTGGCTAAGAAATTTGAAGAATC
GAAATAGAATACATAAGGGCGAATTCTCGGCAAAGTGATATATACTCAAAAGG
ATACTGTCTTTTCTGCAAAAGACAATACTTAGGGCGTACCTGTCTGTACTTGGGA
AAATAGCTACTCGGATTACTACTGCCAACTTCGAACTAGACCTAATCCACATGTT
AGTCGTCACTAAACTACTCAGTGAACCTTCCTTATAAATTAGTACAATAAATAGC
TCTTTAACGAGTGATGAAAGGGCCTCAACTGTCTCTTCTCTCAGACATGTTAATA
CACATGGACTGTTTCAACAAACTCCTTGCTTCAGACTAGGTTTTATGGTTGCTAT
TTGGCGAAAATTGATAGTACCGCCATGCTGACCGTACCAATTTACTCGGACAAT
AGAATGGCACAAACTAATGAGTAGTCCACTTACTCCTACTAGATGACCATAATT
ATATGATAAACACCAAAGAGGACCTAAATGAATATACTTGTAGATCGATTCAAC
TACTGATTAGAAGAACTAATTATATATACTGGCCGCCAAGCATTGAAGTACAGT
CATTCCATAAGAAGATCAATAACTCATCATTAGAGCTGCGCGAGAACGAATTGG
TGATACGACAGAATAATT????????????????????????????????????????????????????????
?????????????????????????????TAAAATAGATTGTCAGATATAAAG?GCTGCACTGAT
GTAACAGGTA?GTGAAAAAACTGGATAATCCTGGGATTAATAATGGATCCCTAT
ACATCCCAATTAGTAAGCTATGGTGAGAGAAAATGATTTCGCTGTTGAATTCAT
CTTATTCTCGTCTGAGCCTCATGTTCGGCCCGAGGTCCATTTTTCTCTGGCGAGG
GG?GCAGTAAAGGCTAATTAACGTAGCA??AGACCGCCGAGTCCCGGATTCAGTT
ATCTAATCTGTCTTGCTGCTGATAGAAGTGCACCACCCTATCATGCTTCCCCGCT
CCTTCAGCAGACCACCTTTGTGACAGAACTAGCGGGATTGTCCCCGGGAGACTC
ACATAGGAAAACTGCGCAATAATTGAACGTACAATTGAAAGATAGTTCGTGTGA
TCAAATACGAATGGATAGAGGCAGTCATTTGATACTATCCTTGCTAGCATAATCT
GGGCCGAGTTTCTTGACGCATTTATGGGTTGATGTCTAAGATATGTACGACATTC
CATCATAGGTATTACGTTCAGTGAACCGACGAATCGTCTGTTTCTGGGGGTTTGG
ATCTGGTATAAACAAGATCTTCCCGCCTATTCTATAGCTAACGCTAGATCGAGTT
GATTGACTGTGACCGCTCAAAAGCGACCAATTAGACCCAACACCTGTGGTTGAT
GTGGACTATTCCTCTTCCTTACCAACTGTGCCCCAAGTCTATAGATGGGGCCACT
GCTTGCTTAGGTTTAAATTGTTCTATAGCTCTCTATGTCGACGTGATACCGCTTAT
AAGGGGGAATTCGCGGGGGCGAAAGGGTACTTAGCGTAGAGAATTAACGCGAG
TACCAAGGTCCGGGAAGGATATTCGGCAAGGCGCTCCAGTTTGCACAGCGTATG
CATATCTTATTTTTTACAAATGCTTCGATAATATGCAGTATCAAGTCGGAACTAG
GTCG?????????????????????????????????????????????????????????????????????????????
?????????????????????????????????????????GTTTAGTGC?GTCCCCTGTGGTGTGTAG
ATCGGAGGGACGAATAAACCGTCCATTGGCAGGCTCCAAGGCGGGGAATGCGG
CGATGAAAAGTGGAGACCCGATGAGTGCAAGGGGGGGTGCGCCAACGTCCTTT
GAGAGTGTCCTCTAGCCGCACGAGTAAGCGGTAAGGTGTTCACGGGTTCA?????A
CCATCCGGATACCGCGCCAGGAGACAGGATTTC????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
??????????????????????????????CGGCTAGAA?TGTTACTGCGGTGCTAACCAGGATT
CTAATAAGGAAGTCCGAGTGCATATCATGAAATTGTTCCGCGCCCGAAGTGCTT
TAACGGTCTAATTAGCGGCAGAAAAAGGGGGAATTGTCACTGACGATTCGTCTT
ACAGTTATATACCATTTCAAGTGATGATGGCAATAAGTCTT?????ACATGAAGGC
ACAGCCATTAGAGTCCACATAATA??????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????TGCCATGTA?GCAGGCGCTGCTTACTGTTTTGAATTGGGAGGCC
GCTGAAGGCCGTGGCACGATCACGATTGTCCATCGTCGCCGTTCCGATACTTCGC

 



 

TCCTTTCGAGAGAATTGAACCAGCGCGCGCACTCTCTGTCACTTCAACTGCGCGG
TCTGCCTGGGGCGTACTGCCGAGGTCATGG?????CCTTCGAGCGTACTCAGCCGG
GGCCCAACCCTTA????????????????????????????????????????????????????????????????
????????????????? 
  </sequence> 
  <sequence> 
   <taxon idref="Caiman"></taxon> 
  
 ?????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
???????????????????????????ACAATAATCTGGTTCAAAGAGTCCCTCATGGTCAATC
GAAAAACC?CATCCGACCAAAGGCGCAAATGAAC??GACAAAACAAAAAATAAA
CCAAACCGGGCCGGTGAGATTCATGCACTGCGGAATACTTTAATACATCAGAGA
TTCTTCTCTTCAGTGACGATTCAACGTCATATCGAGTGGGATCGATGCCCTACAG
CAGAGATACAAAGGCCACCCCTTAAAGCACCCAGCACCGAATGGAGGGGGAAG
GTAATTTTGCAGAAGCCCGGGCGGAACGAGTGCCCGGTTGACGAATCATACTCA
ATAAGAGGAGACATCCCCGCCAGGAGCCCGTCCTGTACCTAAGTGAAGGGAAG
GCTGCCCTGGGTCAGAAGAATCTGGGTGTGTAGAGGGATGGAAACGCGGTTAGC
TAGGGAGTTGGAGGGAGACGTGCGGCGAGGCTTTAGAAAAAACGAAAGAATGG
GACATGCTTACTTCATGGGTGCGACAGACACCAGGAGGAAAAGCCCGAGGACA
ATATATAGAGTGGACGCGGGGCGGTGTATATACTGGACCGGTCATGCCTAAAAC
AGACGCTGGTATACTCGTGGGCCGAGAGGTGACTAGAGCTAGGTCTGAGAGGGT
TAATCTGAGGGTAACGGTAGGAAATCTGCGACCAAAAACACA??????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
?????????????????????????????TAGATGGCCAATATCGAGCTAGACACCAGATGACG
GAGTAGAAAT?CATATCAGTATTCAGCGAAGGTAAA??GATAAAATTAATCAGAA
TATGCATTCTAACTATTACTCGATGAATTCACTACCGGATTGGCGTTAGTATTGG
AGCCGTACGTCCATTCCTACTTATTACTCTGGCTAAGAAATTTGAAGAATCGAAA
TAGAATACATAAGGGCGAATTCTCGGCAAAGTGATATATACTCAAAAGGATACT
GTCTTTTCTGCAAAAGACAATACTTAGGGCGTACCTGTCTGTACTTGGGAAAATA
GCTACTCGGATTACTACTGCCAACTTCGAACTAGACCTAATCCACATGTTAGTCG
TCACTAAACTACTCAGTGAACCTTCCTTATAAATTAGTACAATAAATAGCTCTTT
AACGAGTGATGAAAGGGCCTCAACTGTCTCTTCTCTCAAACATGTTAATACACA
TGGACTGTTTCAACAAACTCCTTGCTTCAGACTAAGTTTTATGGTTGCTATTTGG
CGAAAATTGATAGTACCGCCATGCTGACCGTACCAATTTACTCGGACAATAGAA
TGGCACAAACTAATGAGTAGTCCACTTACTCCTACTAGATGACCATAATTATATG
ATAAACACCAAAGAGGACCTAAATGAATATACT????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
??????????????CTGAGTCTCATAGTCAGCTCGAGATTCATTTTTCCCTGGCGAGGGG
?CCAGTAAAGGCTAATTAACGTAGCA??AGACCGCCGAGTCCCGGATTCAGTTAT
CTAATTTGTCTTGCTGTTGATAGAAGTGCACCACCCTATCATGCTTCCCCACTCC

 



 

TTCAGCAGACCACCTCTGTGATAGAACTAGCGGGATTGTCCCCGGGAGAGTTAC
ATAGGAAAACTGCGCAATAATCGAACGTGCAGTTGAAAGATAGTTCGTGTGGTC
AAATACGAATGGATAGAGGCAGTCATTTGATACTATCCTTGCTAGCATAATCCG
GGCCGAGTTTCTTGACGCATTTATGGGTTGATGTTTAAGATATGTACGATATTCC
ATCATAGGTATTACGTTCAGTGAACCGACGAATTGTCTGTTTCTGGGAGTTTGGA
TCTGGTATAAACAAGATCTTCCCGCCTATTCTATAGCTAACGCTAGATCGAGTTG
GTTGACTGTGACCGCTCAAAAGCGACTAATTAGACCCAACACCTGTTTTTGATGT
GGACTACTCCTCTTCCTTACCGACTGTGCCCCAAGTTTATAGATGGGGCCACTAA
TTGCTTAGGTTTAAATTGTTCTATAGCTCTCTATGTCGACATGATGCCGTTTATAA
GGGGGAATTCGCGGGGGCGAAA?????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
???????????????????????????????????????????CTTTAGTGC?GTCCCCTGTGGTGTGTA
GATCGGAGGGACGAATAAACTGTCCATTGGCAGGCTTCAAGGCGGGGAATGCG
GCGATGAAAAGTGGAGACCCGATGAGTGCAAGGGGGGGTACGCCGACGTCCTT
TGAGAGTGTCCTCTAGCCGCACGAGTAAGCGGTACGGTGTTCACGGGTTCA?????
ACCATCCGGATACCGCGCCAGGAGACAGGATT??????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
??????????????????????????????CGGCTAGAA?TGTTACTGCGGTGCTAACTAAGATT
CTAATAAAGAAGTCCGAGTGCATATCATGAAATTGTTCCGCGCCCGAAGTGCTT
TAACGGTCTAATTAGCGGCAGAAAAAGGGGGAATTGTCACTGACGATTCGTCTT
ACAGTTATATACCATTTCAAGTGATGATGGCAATAAGTCTT?????GCATGAAGGC
ACAGCCATTAGAGTCCACATAC??????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
??????????????TGCCCCGTA?GCAGGCGCTGCTTGCTGTTTTGGATTGGGGGGCCGC
GGAAGGCCGTGGCACGATCATGATTGTCCATCTTCGCCGCTCCGATACTTCGCTC
CTTTCGAGAGAATTGAACCAGCGCGTGCACTCTCTGTCACTTCAGCTGCGCGGTC
TGCCTGGGGCGTACTGCCGAGGTCATGG?????CCTTCGAGCATACTCAGCCGGGG
CCCAACCCT??????????????????????????????????????????????????????????????????????
????????????? 
  </sequence> 
  <sequence> 
   <taxon idref="Elseya"></taxon> 
  
 ????????????????????????????????????????????????GAAAAGGG?GGTTGAGAG
GCAGGGGCAGGA?CCCGGAGTAGAACGCGAGGGATAACGAGACCGACCCCTCA
TGGTTAAGCTAAACCGCGCGGAGACGCCAAAGAAGATTCGCAGAGTAAGGCGG
AGAACCACTTCATTAAACAATAAGCTGGTTCAAAAAGTCTCTCATAGTTAGCCG
GAAAACC?TATCCAAACAAAGGCGCAAAAGAAC??GCGAAAACAAAAGATAAAC
CAAACCGGGTCGGTAATATTCGTGCACGGCGGAATACTTTAATACATCAGAGAT
TCTTCTCTTCAGTGACGATTCAACATCGGCTCGAGTGGGGTCGATTCCTTACAGC
AGAGATACAAAGGACACCTCTTAAAGCACCCAGCACCGAGTGGAGGGGGAAGG
TCATTTCGCAGAAGCACGGGTGGAACGAGTGCCCGGTTGACGAATCATACTCAA
TAAGAGAAGACATCCCCGCCAGGAGCCCGTCCTGTACCTAAGTAAAGGGAAGG
CTGCCCTGGGTCGGAATAATCTGGGTGTGTAGAGGGATGGAAGCGCGGTTAGCT
AGGGAGTTGGAGGGAGACGAGCGGCGAGGCTTTACAAAAAGCGAGAGAATGGG
ACATGCTTACCTCACGGGTGCGACAGACACCAGGACAAAAAACCCGAGGACAA

 



 

TATATAGAGTGGACGCGGGGCGGTGTATATACTGGACCGGTCATGCCTAAAACG
GACGCTGGTATACTCGTGGGCCGAGAGGTGACTAGAGCTAGGTCTGAGAGGGTT
AATCTGAGGGTAACAATAGGAAATCTACGACCAAAAACACAAAAAGATGAACA
AAGAGGGGTGTAAGGGACGGCAGCAGCTCAAACGTATTTCGAGTCGTCTCTATA
TCCTGGCCTAATATATGGAAAATTCAACGCGCGAAGAGGTAGGTGAGGAGTGA
ATTACT???????????????????????????????????????????????????????????????????????????
???????????????????????????????????????????CAAAACAA?TCCTAAGCTTATACCTCT
CAA?CTTCACCTAAAAACTAAACAATATAAACCAACATAATGGTGGTCTACAGA
AGGACTAGCTAGACAGTTGAAAAGCCCGCATTCATTATATGGATACTACCGTGA
AGGGTTAGATGACCGATATCGAGCTAGACACCGGCTGGCCAGGTAGAAAC?CAT
ATGAGTATTCAGCGACAGTAAA??CATAAAATTAATCAGAATATGCATTCTAACC
ATTACTCGATGAATTCACTACCGGATTGGCGTTAGTATTGGAGCCGGACGTCCAT
AGCTACTTATTACTCTGGCTAAGAAATTTGAAGAATCGAAATAGAATACATAAG
GGCGAATTCTCGGCAAAGTGATATATACTCAAAAGGATACTGTCTTTTCTGCGA
AAGACAATACTTAGAGCGTACCTGTCTGTACTTGGGAAAATAGCTACTCGGATT
ACTACTGCCAACTTCGAACTAGACCTAATCCACATGTTAGTCGTCACTAAACTAC
TCAGTGAACCTTCCTTATAAATTAGTACAATAAATAGCTCTTTAACGAGTGATGA
AAGGGCCTCAACTGTCTCTTGTCTCAGAAATGTTAACACACATGGACTGTTTCAA
CAAACTCCTTGCTTCAGACTAAGATTTATGGTTGCTATTTGGCGAAAATTGATAG
TACCGCCATGCTGACCGTACCAATTTACTCGGACAATAGAATGGCACAAACTAA
TGAGTAGTCCACTTACTCCTACTAGATGACCATAATTATATGATAAACACCAAA
GAGGACCTAAATGAATATACTTGTAGATCGATTCAACTACTGATTCGAAGAACT
GATTATATATACTGGCCGCCAAGCATTGAAGTACAGTCATTCCATAAGAAGATC
AATAACTCATCATTAGAGCTGCGCGAGAACGAATTGGT?????????????????????????
????????????????????????????????????????????????????????????????????????????????????
?????????ATAGAAGG?GCTGCACTGGGGTGATATAAG?ATGATACAGCTGGTTAAT
TCCGAGAGTATTAACGGGCTCCTATATATTCCGATTAGTAAGCTATGATGAGAG
AAAAGGATTTCGTTGTCGATTTCACCCTGTTCTCGCCCTAGCCCAATAGTCGGCC
CGGGGCTCGCCTTTCTTTTGCGAGCGA?CCAGCCAGCGCTAATCAATCTAAAA??
AGAACACTGAGTCCCAGATTCTATTATCCTATCTGCCTCACTGTTGATAGAGATC
CGCCACCCGGCCATGCCTCCCCACTCCTCCGGCAGACCGCCCTCGTGACAGAAT
TGGTGGTACCTTGCCCAGGAGAGTCACATACCAAGACAGAGTGATAGTTGAACG
TACATTTGAAAATTAGTGCATGCGGTCAAATACAAATGGATAGAGGAAGTCGTT
CGACACCCTCTTCGCTAGCATAACATGGGCTGAGTTCCTTAGCCTATTTATGGAC
TGATGCTTAAGATATGGAGGATATTCCAACATCGGTATTACATTCAGCGGACCG
AGGACACATCCGTTCCTGGGGGTTTGGATCCGGTATAGTTTGGATATTCACGCCT
ATTCTATAGCTAACGTTAGGTCACGTTGGTTAGCTGGGACTGCTCAAAAGAGAT
CCGTTAGACACAACACCTATAGTCGATCTAGACTACACTTCCCCCTTACCGACTG
CGCCCCAAATTTACGGGTGAGGCCATTATCTGATCAGGTTTCATTTGATTCATAG
TTCCCTATGCCGACGTGATGGCGTTCATAAGGGGGGGTTCGCCGGGGCGGCAGG
GTACTTAGTGCAGAGAACTAAAGTGAGTACAAAGGTTCTGGAAGGGTACACAG
CAAGGTGTCCCAATTTGCGCAGCGTATGCGTATCTCATTTTTTACTAATCCTGCG
ATAGCGTGCAGTGTC?????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????TAAACCGTCCATTGGCAGGCCCCCAGGCGGGGA
ATGCGGCGACGAAAAGTGGCAACCCGATGAGTCCGAGGGGGGGTGAGCTAAGG
TCGTTTGAGAGTGTCCTCTAGCCGTACGAGTAAGCGGTA????????????????????????

 



 

????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????GGAAGTCCGAGTGCATATCG
TAAAATTGTTCCGCGCCCAAAGTGCTTTAACG?CCTAATTAGCGGTAGAGAAAG
GGGGAACTGTCACTGACCATTCGTTTTACAGTTATATACCATTTCAAGTGA??????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
??????????????????????????????????????????????????????????????????????CCGCGAAG
AACCGTGGTGCGACTCTGATTATCCTTCTCCAGCGCCACGATTCCTCGCTCCTCT
CCGGAGAGTTGTATCGACACCTGCGTTCTTTGTCACCCCAGTTGCGCGGTTTAAC
CTGTGCG?????????????????????????????????????????????????????????????????????????
???????????????????????????????????????????????????????????????? 
  </sequence> 
  <sequence> 
   <taxon idref="Vombatus"></taxon> 
  
 ?????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
?????????????????????????????????????????????GCGAGGCTTTAAAAAAAACGCGAG
AATGGGACATGCTTACTTCACGGGTGCGACAGACACCAGGAGGAAAAGTCCGA
GGACAATATATAGAGTGGACGCGGGGCGGTGTGTATACTGGACCGGTCACGCCT
AAAACGGACGCTGGTATACTCGTGGGCAGAGAGGTGACTAGAGCTAGGCCTGA
GAGGGTTACTCCGAGGGTAACAGTAGGAACTCGACGACCCAAAATACAAAAAG
ATGAACAAAGAGGGGTGTACTGGACGGTAGCAGCTCAAACGTCTATCGAGTCGT
CTCTATATCCTGGCCTAATCTATGGAAAATTCAACGCGCGAAGAGGTAGGTGAG
GAGTGAACTCCTCAAAGACTATTGAGGGCACCTTTATATCCATAAGCAA????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
???????????????????????????????????????????????????????????????TCAACTGTCTCTTA
TGTCAGAAGTGTTAACACACATGGACTGTTTCAACAAACTCCTTGCTTCAGACTA
GGATTTATGGTAGCTATTTGGCGAAAATTGATAGTACCGCTATGCTGACCGTACC
AATTTACTCGGACAATAGAATGGCACAAACCAATGAGTAGTCCACTTACTCCTA
CTAGATGACCATAATTATATGATAAACACCAAAGAGGACCTAAATGAATATACT
TGTAGATCGATTCAACTACTGATTAGAAGAACTGATTATATATACTGGCCGCCA
AGCACTGAAGTACAGTCATTCCATAAGAAGATCAATAACTCATCATTAGAGCTG
CGCGAGAACGAATTGGTGATACGACAGAATAATTAAAGTACCAATAATTACAA
G??????????????????????????????????????????????????????????????????????????????????

 



 

????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
?????????????????????????????????????????????????????????????????????????AAGGTTT
TGCTCGTTCCTCTGCCGGATAACGCTAGGCTGCGCCGGATATCTGCGCCCGTCCT
AGAGAGGCTAAGGGGACCAATTACCTAATCTTAACCGATACGGTTTTCCCCCTTT
CCGGATCATCCTCCATACTCGTGATTACGACCGCGGCAAGGACGGAGCAAGTCT
GGCTCCTTCCTCTCTATGTTGCCGGGTGATTGTCCACAGAGAAGGTCGCGCCGGA
GCGGCCGGGTCCTCGGCGCGGTGAAGTGATCTGAAAGCGGGAGCTCCGGATGG
CGACACAGCAATTCGTTCTAATTAAGGTCGCGCATGCACCTCTCGCGCTCTGTTG
ATCCTAAGCTAGTATTTACCATCGAGTTAGCGTTAGATCGACTGGCCCACCGAC
GTCCAC??????????????????????????????????????????????????????????????????????????
?????????????????????????????????CATTCCAGGAGGTGTGTAGATCGCAGGAACGA
ATAAACCGTCCATTGGCAGGACTCAAGGCGGGGAATACGGTAACGAAAAGTGG
CAACCGGATGGATGC??GGCG??TAGGGCTGCGATCCTTCGGGAGCCTCCTCGAG
CTGCACGAATAGGCGGTAAGGTGTTCAAGGCCGTA?????AGCCTCTGGATACCGC
GACAGGAGAG???????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
???????????GATGTTAATGCGGTGCTAAGCAGGTCTCTAATAAGGAAGTCCGAGTG
CATATCGTGAAATTGTTCCGCGCCCGAAGTGCTTTAAGGACCTAATTAGCGCCC?
?AAAA??AGTAACTATGGGTAACTATTGGTTTTACAGTTATATACCATTTGAAATG
ATGATGGCAGTAATTGT???????CAAGATGGCACAGCCATTAGACTCG????????????
????????????????????????????????????????????????????????????????????????????????????
??????????????????????????????????????????????????????????????????GGATCGGGGGT
AGTCTCTGCCCAGTCCGAGAGGGCCGCGATCAGCCGCGCCCCAGCTATGGCCGC
CCTCTTGTCCCGGCCTGGTGCCCCGCCCCTGTCAAC??CCGG??CACGGCGTGAAC
CGTCGCGTTCATCCCTACACCATCGGCCCGCGGAGCCATGCTGTTAGAATGGCG?
?????TCCTCCGCTACATGGAGTCAAGAGTC???????????????????????????????????????
?????????????????????????????????????????????????? 
  </sequence> 
  <sequence> 
   <taxon idref="Sus"></taxon> 
  
 AGGTTCCACGCATGCGGACCCCAATTGTATACTAGATTGAG?CGAGCAGA
CGTTGG?ACTCGCTCGGCGACGGCATGC????CCCGTACCCATTAGTCGGGAGAGA
GACCGACACCTCATGATTAAAGCAAATCGCGCGGGAACGCTCAAGAAGATTCGC
AGAGTCAGGAGGGGTACCAGTTCATTATACAATAAACTGGTTCAAGGAGTCCCA
CATGATCAGCCGCAAAACC?CAACCAAACAAGAGCGACGCCCAAAGCGAAAAA
GCAAAAGATGCACCACACCGGGTCGCTGATATTCATGCACGGCGGAATACGTTA
ATACATCAGAGAATCTTCTCTTCAGCGACGATTCAATAACAGATCGAGTAGGAA
TGATACCATACAGTA??GATGCAAAGGCCCCCCCTCACAGCACCCAGCACCGAGT
GGAGGGGGGATGTCATTCCGCAGAAGCACGGGCGGAACGCGTGCCCGGTTGAC
GAATCATACTCAATAAGAGAAGACATCCTCGCCAGGAGCCCGTCCTGTCCCCAA
GTTAAGGGAAGGCTGCTTTGGGTCGGAAGACTCTGTGCGTGCAGAGGGACGGA

 



 

AGCGCGGTCAGCTAGGGAGTTGGAGGGAGACGAGCGGCGAGGCTTTAGAAAAA
GCGTCAGAGTGGGACATGCTTACTTCACGGGTGCGACAGACACCAGGAGGAAA
ACCACGAGGACCATATATAGAGTGGACGCGGGGCGGTGTGTATACTGGACCGGT
CACGTCTAAAACGGATGCTGGTCTACTCGAGGGCCGCGAGGTGACTAGAGCTAG
GCCTGAGAGGGTTAATCCGAGGGTAACCGTAGGAAATCGATGACCCAAAACAC
AAAAAGATGAACAAAGAGGGGTGTACTGGACGGCAGCAGCTCAAACGTCTTTC
GAGTCGTCTCTATATCCTGGCCTAATATATGGAAAATTCAACGCGCGAAGAGGT
AGGTGAGGAGTGAACTACTCAAAGACTATTGAGGGTACCTTTATATCCATAAGC
AGTAATGTAAATCAATGGATGCGATCGTCGTAGTTTCTCTCCCTGTGCCCAATAA
CATATCAGATATTGTGCTAAC?CAACACAAAACCAG?ACCTAACCCTTAACGGAA
CCT????CACCTACACATTAACAAAGACGAACTAACATGGTGGTGGACTACCGAA
GGACTAGCTAGACATTTGAAAAGCCCGCATTCATTGTATACATACTACCATGAA
GGGTTAGATGGCCGATACCGACCTAGACACTAGATGATCGGGTAGAGAA?CATA
TGAATACTTAGCGACGAGAGGCACGTGGAATTAATCAGGATATGCATTCTATCC
ATTACTCGATGAATTCACTACGGAATTGGTGTTGGTATTGGGGCCGAACGTCCAT
AGCTACTTGTTACTTTAGCCAAGAAATGTAAAAAATCGAAACA??ACTTATAAGG
GCGAATTCTCGGCAAAGTGATATATACTCAAAAGGATACTGTCTTTTTTGCGAA
AGACAATACTTGGAGCGTACCTGTCTGTACTTGGGAAAATAGCTACTCGGATTA
CTACTGACAATTTCGAACTAGACCTAATCCGCATGTTAGTCGTCCCTAAACTACT
CAGTGAACCTTCCTTATAAATTAGTGCAATAAATAGCTCTTTAACGAGTGATGA
AAGGGCTTCAACTGTCTCTTATCTCAGCAATATTAACACACATGGACTGTTTCAA
CAAACTCCTTGCTTCAGACTAGGATTTATGGTTGCTATTTGGCGAAAATTGATAG
TACCGCTATGCTGACCGTACCAATTTACTCGGACAATAGAATGGCACAAACTAA
TGAGTAGTCCACTTACTCCTACTAGATGACCATAATTATATGACAAACACCAAA
GAGGACCTAAATGAATATACTTGTAGATCGATTCAACTACTGATTCCAAGAACT
GATTATATATACTGGCCGCCAAGCACTGAAGTACAGTCATTCCATAAGAAGATC
AATAACTCATCATTAGAGCTGCGCGAGAACGAATTGGTGATACGACAAAATAAT
TAAAGTACCAATAATTACAACTAACGTCTATAGGCGACTATAACCACAATTATA
GTCTGACTGACTCCATACGCCCTATAAGATGACGGACTAGA?TAGTAGAGGTCC
GG?ACGGGATAACGCGTTTGGACG????TAAACGCTAGTAGACCATGAAACACCC
ACCGATCCCCTGTTCCCTGCGAGTACCGTGTTACACTAGGGAGGCGCGACCTCA
TCGCTGGATTCGCCCTGCCTCCGCCGCGGTCCCATGTCCAGTACGGGCCCCACTC
CCCTATGACGGGTGG?ACGGCCAACATGTCAGAACTGCGGATGCGCCCGAGGGG
CCCCTGATTCCGCGAGCCGGCTGATCCCGTTACCGCCGGGCCCGTGTCGCCTCGC
CACGCCTTCTCCTCTTTTCGGTAGGTTGCCGTCGGGACAAGGCCGGCCGAATTCT
CACCGGGG??GATGTTTAGCGCCGTCGCGGGGTGACTGGGCGGACGCCCCAAAT
CTGGAGCGCGCGAGGGGGTGCAATCGGGCCGACGCCCGGTTTCGCCCCCCCCCC
CGCCGGCGTGGCCGCGGTCGTGTCTGTGGGCTGCCCCCCGGGATGGTGTCCACG
CTTTGGTACCCTGCTCAGCCTCGCCCTCGTGGCTCGCGAACCGGTGACACTCCCG
TCCCTGGGGGTTTGGACGTGGCCTGGCGGAGCTGTCCACGACCCACGAGCGGGT
GACGTCTAACCGCGCCGGCCACCTGCGGCCGCTCTCGGGCGGCCGAGGGGACCC
GTCGCCCGCCATTGAGCGAGACTGTTCTCCCTCCTTCCCGACTATGCCCCACACC
GGTGGCTGCGTCCACTGGGTATGCGGAGCGCACCTGGGTCATCCCTCTCTACGTC
GTCGCGAGGGTGCCTCCGGAGGAGGGCGCGCCCGGGTGGCCGAGTCCTCGGCG
CAGTGAACTGATCCGGGTATGGAGGCTCGGGGCCGAAACTTAGCGACCCGTTCT
AGTTTGCCCCGCGCATGCACCTTTCGAGCCCGATCGGCCCTGAGTCGATGTGCG
GCGCCAAGTCGGCGCTAGATTGATCGGCCCACGGGTGTTTAATACAGTCACGGA

 



 

CAGCAACAGCTAATATGGATACACCCGGCCAGACTCTCCCCTCCGGTTCTGGTC
CTAACTGCCGCAGACTCG?GACCCGCCCCCCCGTTTAGTGC?GTCCCCCGGGGTG
TGTAGATCGGCGGAACGAATAAACCGTCCATTGGCAAGCCCCGAAGCGGGGAA
CACGGTGACGAAAAGTGGAGATCCGATGGAGTCGGG??GCCTAGGGCCATGATC
ATTCGGGAGCCTCCTCGAGCTGCACGAACAAGCGGTAAAGTGTTGACGGCC?????
???TCCCCCCGGATACCGCGCCAGGCGACAGGATTTGAACTCAAAACGCTTGGCC
CGCTGGGGTACCCTCTGGGTAGTGCGAACGGAACTGTAGCGCCCCAGCCCCCGC
CGCCGGCGTCACGGCCTGGCTCCCTCGGGGTCGATCCCTACGCGGGCGATCGCC
GATTTG?GCCCGCTGTCGGTCGGCTAGAA?TGTTAGTGCGGTGCTAACCAAGTCT
CTAATGGGCAAGTCCAGGTGCATATCGTGACATTGTTCCGCGCCCCTAGTGGTTT
ATGGATCTAATTAGCCGGCAAA??GCCGGCGAATATAAGTAACTATTGGTTTTAC
AGTTATATACCATTTGAAATGATGATGGCAGTAATG????????TGCGAATGGCACA
GCCATTAGACTCCACATACTCTCTGATCCGATCACGAGAATTACTTCAATGCCTC
CCTTCACTCGAATAATTAGGGCCCCAAGCGCATTTTATGCTACATGGCGGGGTCC
CGGGCATCTGCGCGTCCCCGGGCGGCCCCCCGCGGGAGGCCGG?CCACGCGCTT
CGGCGCAACGAG?GCGGGGGACGCCCGACGCCCCCGTGCCAGGCACCGCGGAC
GCTCGCGCCCTGCCCCTCGCGGCCCGCACGCTCCGCCCCGGCCCCCCACGCCCCT
GCTAGGT??GTCCTTGGAGCGGGTCGTCGTGCTCGTCGCCACTGCGCGGAGCTGC
TGGCCCACCCTTCCGGGATGC????????CGTGCCGCCGCCCACCGCCACGCCCAAG
CCCCTCCCCGGGCTGGGTCAGGTGCGCCGGGCCTCTGCCGGGCCCGCCTGGAGG
CCCGCCGGCTGGGGCCAACCGGCTCTAATAGCA 
  </sequence> 
  <sequence> 
   <taxon idref="Ornithorhynchus"></taxon> 
  
 ??????????????????????????????????????TACTTGGGCCAAAGACCCGATGCGA
ATGGTGGGAGGGCGA?CGAGCGGCTTCCAGTGACAGGGAGAGAGACCGACCCC
TCATGTTTAGGCCAAACCGCGCGGGAACGCCAAAGAAGATTCGCATAGTAAGG
AGGCGAACCACTTCATTAAACAATAAGCTGGTTCAAGAAGTCCCAAGTGCTCCA
CCACAAACTC?GACCCAAACAAGCGCGAATCCGAACGCATAGCCACAAAAAATA
AACCAAATCGGGTCGGTGATATTCATACACGGCGGAATACGTTATTATATCAGA
GACTCTTCTCTTCAGCGACGATTCAATATCGGATCGGGTGGGGACGATACCGTA
CAGAA??GACGCAA????????????????????????ACCGAGTGGAGGGGGGAGGTCATT
CTGCAGAAGCACGGGTGGAACGAGTGCCCGGTCGACGAATCATACTCAATAAG
AGAAGACATCCTCTCCAGGAGCTCGTCCTGTGCCTAAGTGAAGGGAAGGCTGCC
GTGGGTCGGAAGAATCTGGGCGTGTAGAGGGACGGAATCGCGGTCAGCTAGGA
AGTTGGAGGGAGACGAGCGGCGAGGCTTTAGAAAACGTGCGGGAATGGGACAT
GCTTACCTCACGGGTGCGACAGATACCAGGAGGAAGAGTACGAGGACATTATAT
AGAGTGGACGCGGGGCGGTGTGTATACTGGACCGGTCACGCCTAACACGGACG
CTGGTATACTCGTGGGCCGAGAGGTGACTAGAGCTAGGCCTGAGAGGGTTAATC
CGAGGGTAACAGTAGGAAATCGACGACCCAAAACACAAAAAGATGAACAAAGA
GGGGTGTGCTGGACGGCAGCAGCTCAAACGTCTTTCGAGTCGTCTCTATATCCTG
GCCTAATATATGGAAAATTCAACGCGCGAAGCGGTAGGTGAGGAGTGAACTACT
CAAAGACTATTGAGGGTACCTTTATATCCATAAGCAG???????????????????????????
????????????????????????????????????????????GACCCTACACGAAAACCCAACTTGA
CCCTTAACGGCTTAA?CCATACGTGCTTACCGACCAAAACGATCGAACATAATG
GTGGTCTACATAAGAACTAGCTAGACACTTGAAAAACCCGCATTCATTATATGG

 



 

ATACTACCATGAAGGGTTAGATGACCGATATCGACCTCGACACCCGATGACCGA
ATAGAGGA?TAAATGAATACGCCACAACGACAGACGACAGAATTTAATCAGGAT
ATGCAATTTAACCATTGCTCGATGAATTCACTACCGAATTGGCGTTAGTATTGGA
GCCGGACGTCCATAGCTACTTATTACTTTGGCCAAGAAATGTAAAAAACCGAAA
CA??ACATAT?????????????????????????ATATACTCAAAAGGATACTGTCTTTTTTG
CGAAAGACAATACTTAGGGCGTACCTGTCTGTACTTGGGAAAATAGCTACTCGG
ATTACTACTGCCAATTTCGAACTAGACCTAATCCACATGTTAGTCGTCTCTAAAC
TACTCAGTGAACCTTCCTTATAAATTAGTACAATAAATGGCTCTTTAACGAGTGA
TGAAAGGGCCTCAACTGTCTCTTATCTCAAAAATATTAACACACATGGACTGTTT
CAACAAACTCCTTGCTTCAGACTAAGATATATGGTTGCTGTTTGGCGAAAATTGA
TAGTACCGCTATGCTGACCGTACCAATTTACTCGGACAATAGAATGGCACTAAC
TAATGAGTAGTCCACTTACTCCTACTAGATGACCATAATTATATGACAAACACC
AAAGAGGACCTAAATGAATATACTTGTAGATCGATTCAACTACTGATTAGAAGA
ACTGATTATATATACTGGCCGCCAAGCACTGAAGTACAGTCATTCCATAAGAAG
ATCAATAACTCATCATTAGAGCTGCGCGAGAACGAATTGGTGATACGACAGAAT
AATTAAAGTACCAATAATTACAAC??????????????????????????????????????????????
?????????????????????????AACCAAATGAATGGCACAGGTGGGCTATCGATACCAA
GCG?ACGTGGACTTTGTCGAACTTTGGAAACAGCGGCGGGCCCCCATCTATCCCT
GGCTGTAAGTGATACTGAGGAGATTTGAAGCCGCTGCTGAGCGCACTCGGTCCC
CGCCCCGGCTTCATGGTCAGTCTGGGACCAATTCCCCCGCGACGAGCCG?ACGG
CCAACGCGATGTGACAGAACATGGATGCGTGGGGTCCCTGCCTCCATGGACTGA
?TGACTTCGTCGCTGGCGGACCCGTTTCATCTTGCCATACTCCCTCGTTCTTTCGA
CAGACTGTTGCCGGGATATAATCGGGCGAACCTCTGCCGACA??GTCGCC????????
????????????????CGTGCATTGCAAGAACGGCGCGCGCGGGGACGTGCGACCGGAG
CGAAGGAGTGACTCCCACTCCCCCCCGCCGGCGCGATCTCGGCTGCACCCCTCG
GCCGATTTACGGTACAATCGCCCGGGTGCGCTGGACGGCCCTACCTCAGCCCTG
CAGCCGGTGGATTGGCGACACCTCCATCCTCAGCAGTCCGGATGTAGCGCCGAC
TAGGTCTTCCCGTCTGTTGAGCAACCAGCGCCAGGCCAACTGGGTTAGTTGCGA
CCGCATAAGAGCGGCCAGGGGGACCGGCCACCTGCTCTTGACTGAGATCGTTCG
CCTCTCTTCCCGAATATCCTCCACGTCTGCGGCTATGACTCCCGTGAAGGCGGAG
TGAGACCGCTTCACACCTTTCCGCGTTGTCGGGCGGATGCCCGCAGAGAAGACC
ACACCGGGGGGGACGGGTCTTTGGGGCAGACAACTAGTCTAGGTACGGGGGCTT
GGGAAGGCACTCCAGCGGTGCGCTCCAGCTCGCGTCGCACATGCACTTCCCATG
TTTTGCAGGTTCTGCGTTGGTGTGCAGCGTCAAGTCGGCGTTGGGTTGGTCGATT
TACGAACGCACAC???????????????????????????????????????????????????????????????
???????????????????????????????????????????GGGTTCCACGGGGTGTGTAGATCGGA
GGGACGAATAAACCGTACATTGGCAGGCCCCGAGGCGGGGAATGCGGCGACGA
AAAGTAGAAACCCGATGGATTCGGG??AGGGGGAGTTACGATCATTCGGGAGTC
TCCTCGGGCTGCACGAATAAGCGATAAGGTGTTCACGGCGGTG??????CCCTCCG
GATACCGCGCCAGGAGAC???????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????
???????????????????????AGTGTTAGTGCGGTGCTAACCAAGTCTCTAATAAGGAAG
TCCGAGTGCATATCGTGACATTGTTCCGCGCCCAAAGTGCTTTAACGGCCTAATT
AGCGCGAAAA??GGGGTGGGGTATTCGTAACTATCGGTTTTACAGTTATATACCA
TTTCAGACGATGATGGCAGTAACTGCG??????CAAGATGGCACAGCCATTAGACG
CC?????????????????????????????????????????????????????????????????????????????????
?????????????????????????????????????????????????????????????????????????????????A

 



 

GGCCTGGGGCGGTCCCCGCCCCGCGGCCGGGGGCCGCGGGCGGCCGCGGCGCG
CCCCCCGGCGTCCGCCCTCTCCGGCCCGGCGCCCCGTCCCCGCCTCAGGC??ACA
CGCAGCACGCCTGGCTGTCACAGCTTCCACCTCGCGGACCCGTTGGCCCACTCC
GCTGAAATGGCCC??????CGCCCGACCCCTACCGCGGAGGCCC???????????????????
?????????????????????????????????????????????????????????????????????? 
  </sequence> 
  <sequence> 
   <taxon idref="Rattus"></taxon> 
  
 AGGCTCTACACATGCGGACCCCAATTGTATACTAGATTGAG?CGGGCA?G
AGTTGG?ACTCGCTCGGCGACGGCATGC????ACCGTACCCATTAATCGGGATAGA
GACCGACACTTCATGACTAAGGCACATCGCGCGGGAACACTCAAGAAGATTCGC
AGAGTCAGGATGGGTACCAGTTCATTAAACAATGAGCACGTTCAAGAGGTCCCA
CTTGATTAGCCGCAAAACC?CAGCCAAACAAGCACGACGC?CAAA?CGAGAAAG
GAAAATATAAACCAAACCGGGTCGCTGATATTCATGCACGGCGGAATACCTTAA
TACCTCAGAGATTCTTCTCTTCAGCCACGATTCAATATCAGATCGCGTAGGGACG
ATACCGTACAGTA??GATGCAAAGGCCCCCCCTCACAGCACCCAGCAACGAGTG
GAGGGGGGATGTTATTCCGCAGAAGCACGGGCGGAACGCGTGCCCGGTTGACG
AATCATACTCAATAAGAGAAGACATCCTCGCCAGGAGCCCGTCCTGTCCCCAAG
TTAAGGGAAGGCTGCGTTGGGTCGGAAGAATCTGTGTGTGTAGAGGGATGGAAT
CGCGGTGAGCTAGGGAGTTGGAGGGAGACGAGCGGCGAGGCTTTAGAAGAGGC
GTCAGAATGGCACATGCTTACCTCACGGGTGCGACAGACACCAGGAGGAAAAG
TCCGAGGACAATATATAGAGTGGACGAGGGGTGGTGTGTATACTGGACCGGTCA
CGTCTAAAACGGACCCTGGTCTACTCGTGGGCCGCGAGGTGACTAGAGCTAGGC
CTGAGAGGGTTAATCCGAGGGTAACAGTAGGAAATCGATGACCCAAAATACAA
AAAGATGCACAACGAGGGGTGTACTGGACGGCAGCAGCTCAAACGTCTTTCGA
GTCGTCTCTATATCCTGGCCTAATATATGGAAAATTCAATGCGCGAAGAGGTAG
GTGAGGAGTGAACTACTCAAAGACTATTGAGGGCACCTCTATATCCATAAGCAG
TAATGTAAATAGATGGTTGAGGTCGACGTAGTTTCTCTCCCTGTGCCCAATAACA
TATCAGATATTGTGCTAAC?CAACA?AAAACCAG?ACGTAACCTTTAACGGAACT
T????CAGCTATACATCAATATAGACGAACTAACGTGATGGTGGAATAGAGAAGG
ACTAGCTACACAGTTGAAAAGTCCGCATTCGTTGTATACATACTACCATGAAGG
GTTAGATGGCAGATAGCGATCTAGACACCCGATGTCCAGGTAGAGAA?CATATG
AATACTTAACGGAG?GAGC?ACGTGGAATTAATCAGGATATGCATTCTATCCATT
ACTCGATGAATTCACTACCGAATTGGTGTTGGTATTGGAGCCGGACGTCCATAG
CTACTTGTTACTTTAGCCAAGAAATGTAAAAAATCGAAACA??ACTTATAAGGGC
GAATTCTCGGCAAAGTGATATATAATCAAAAGGATACTGTCTTTTCTGCGAAAG
ACAATACTTAGGGCGTACCTGTCTGTACTTGGGAAAATAGCTACTCGGATTACT
ACTGACAATTTCGAACTAGACCTAATCCGCATGTTAGTCGTCCCTAAACTACTCA
GTGAACCTTCCTTATAAATTAGTGCAATAAATGGCTCTTTAACGAGTGATGAAA
GGGCCTCAACTGTCTCTTGTCTAAGCAATATTAACACACATGGACTGTTTCAACA
AACTCCTTGCTTCAGACTAGGATTTATGGTCGCTATTTGGCGAAAATTGATAGTA
CCGCTATGCTGACCGTACCAATTTACTCGGACAATAGAATGGCACAAACTAATG
AGTAGTCCACTTACTCCTACTAGATGACCATAATTATATGATAAACACCAAAGA
GGACCTAAATGAGTATACTTGTAGATCGATTCAACTACTGATTCCAAGAACTGA
TTATATATACTGGCCGCCAAGCACTGAAGTACAGTCATTCCATAAGAAGATCAA
TAACTCATCATTAGAGCTGCGCGAGAACGAATTGGTGATACGACAGAATAATTA

 



 

AAGTACCAATAATTACAACTAACGTCTACAACTGACTATAACTAGAACTATAGT
CCGATCGACTTATTATGCGCCATCGGATGGTGGACTAGA?CAAAA?AGGTCAAG?
ATTCGGTAATATGTGTGTATG????TAAAGACTTATAGACTTTGGACCAATCACGT
ACCCCCTCTCCGTCGCCGACACCGCGCTATACTCAGGAAACGCGATCTCATCGTT
GGATTCCCCCTACCTCTGCTGCGGCCTTCTGCCCAGTGCGGGCCCAGCTCCCTTC
TGAGGGGATG?CCGGCCGAAATGCCTTAGCT?CGAT?GTGCCCGGCGGGCCCCTG
TTCTCGTTAACCAACTGACCCCGATACTGCTGGGCCTGCGCTAACTCGCCGCGCC
TTCGCATACCTTCGGTGCGCTGCCGTTGGGGTTCAGCTGAATGAATCCTCACCAA
TA??GTGGTTTAGCGTCGTCGAGGAGTGATGGGGCGTACAATACAAATATGGTGC
GGGCGGAGGAGTGCAATTGCGCCGACGCCTTAATTCGCCTCTCCCCTCACTGGC
GGGATCTGGGTTATGCTTCTTGGCCAACCCCTGGGCTGGCGCCATCTATTTGCTA
TCCCATACAGCATAGGCCTCTTGGTTGGCGGACCGCCGACATTTCCGTTCCCGGA
GAGTTAGGTGTGGCGTGCATAAGATGCTCCCGATAAGTCTGCGGATGACGCTTA
GTCGAGCTGGATGTCCGATTTTCCCCCTGGGCGGCTAGGGGGACCCGTTATCCG
CTATCGATCGAAACGATTCACCTTATTTCCTGACCATTCCCCACACCCGTGGCTG
CGGCTCTCGAGAACGCGGAACTCATCCGACTCATGTCTCTATATACTGTCGGGA
GAGTATCTCTAGAGGAGGCCGCATGGAGGCAAACGGGTCCTCGGTGCAGTGCAT
TGATTTGGGCATCGGGGCTCGGGAGGGCAGTTTAGCGGCTTGCTCCAGTCTGCC
CCGCACACGCACCTCTCACGACCTATTAGTCTTGAGATGCTGTTCAGTGCCGAGT
CGGCGCTGGATCGACCGGTTAACCGGTGTCTTAAACTGTCGCAGGTAGCTGCTG
CTGACATAGGTAGTCGAGCTGGGACTCCACTCTCCCGCTCAGGTCTTAACTGGTA
??GGATCG?GACCCGCCGTCCCGTTTAGTGC?GTCCCACGTGGTGTGTAGATCGGC
GGAACGAATAAACCGTCGATTGGCAAGACCCGAAACGGGGAACACGGTAACGA
AAAGTGGAGACCCGATGGACTCG??????CCATAGCCATGATCATTCGAGAGCCTC
CTCAATCTGCACGAATAAGAGGTAAAGTGTTCACCGCCT???????CCTCCCAGGAT
ACCGCGCCAGGAGACAGGATTTGAACTCAAAAGGCTTGGCCTGCTGGGGTACCC
CT?CGGTAGTCAGAACCAAGCATTGGCGCCACGGGCCCAGCAGTCGGCGTCCTT
CTCCAGTTCCCTTTGGATCGATCCCTACGCGGGCTTCCG??CGATTG?CCCCGCCG
TCGGTCGGTTAGGA?TGTTAGTGCGGTGCTAACCAAGTCTCTAATAAGCGCTGCC
ACATGCATATCGTAAAATTGTTCCGCGCCAGCAGTGCTTTATGGATCTAATTAGC
CGCCA??????CTGGGAATGTGAGTAACTATTAGTTTTACAGTTATATACCATTTGA
AATGATGATGGCAATAATGG???????GCCTAATGGCACAACCATTAGATCCCACA
TACTGTCTGATCCGATCACGACAATAACTTCAATGCAG?ACTTCCCTCGACTAAA
TAGGGACGCTAGCGCATTAAATACTGGCTGGGTTGTCATGTAGTGTCCGTCCCTC
GGGAGGCGGCCCCCGGCGG??GGGCGG?CTTTGCGGGACGGCGCCACGAG?ACG
GTGGTTAGTCGGCACTCCTTTGCCGAGCGCCACATACAGTCGTAGCTAGGCCCC
ACGTGTCCGCGGATCCCTTCACGGTGCTGTACACCCTCCCCAG??????TCCCAGAG
TGAGCCGTCATTTCCGTTCCAACTGCGCGGAGCTGCTGGCTTGATCCCCCGGTGT
GGC???????GGCTCCCGCGCGCATGGCGAAGCCGCACCCCTTCCCGGGGCCGGGT
CCCGTGCGGCAGACCTGCTCG?GGGCCCCGTGGGGGCTCGCCGGCCCGGGGTAA
GCGGCGGTCAGAGCA 
  </sequence> 
  <sequence> 
   <taxon idref="Mus"></taxon> 
  
 AGGTTCTACATATGCGGACCCCAATTGTATACTAGATTGAG?CGGGCA?G
AGTTGG?ACTCGCTCGGCGACGGCATAC????ACCGCACCCATTAATCGGGATAGA

 



 

GGCCGACACTTCATGACTAAGGCACATCGCGCGGGAACACTCAAGAAGATTCGC
AGAATCAGGAGGGGTACCAGTTCGTTAAACAATAATCACGTTCAAGAGGTCCCA
CTTGATTAGCCGCAAAACC?CAGCCAAACAAGCACGACGC?CAAA?CGAGAAAG
GCAAATATAAACCAAACCGGGTCGCTGATATTCATGCACGGCGGAATACCTTAA
TACATCAGAGATTCTTCTCTTCAGCGACGATTCAATATCAGATCGCGTAGGGAC
GATACCGTACAGTA??GATGCAAAGGCCCCCCCTCAAAGCACCCAGCAACGAGT
GGAGGGGGGAGGTTATTCCGCAGAAGCACGGGTGGAACGAGTGCCCGGTTGAC
GAATCATACTCAATAAGAGAAGACATCCTCGCCAGGAGCCCGTCCTGTCCCCAA
GTTAAGGGAAGGCTGCGTTGGGTCGGAAGAATCTGTGTGTGTAGAGGGATGGA
ATCGCGGTCAGCTAGGGAGTTGGAGGGAGACGAGCGGCGAGGCTTTAGAAAAA
GCGTCAGAGTGGCACATGCTTACTTCACGGGTGCGACAGACACCAGGAGGAAA
AGTACGAGGACAATATATAGAGTGGACGCGGGGTGGTGTGTATACTGAACTGGT
CACGTCTAAAACGGACCCTGGTCTACTCGTGGGCCGCGAGGTGACTAGAGCTAG
GCCTGAGAGGGTTAATCCGAGGGTACCAGTAGGAAATCGACGACCCAAAATAC
AAAAAGATGCACAACGAGGGGTGTACTGGACGGCAGCAGCTCAAACGTCTTTC
GAGTCGTCTCTATATCCTGGCCTAATATATGGAAAATTCAATGCGCGAAGAGGT
AGGTGAGGAGTGAACTACTCAAAGACTATTGAGGGCACCTCTATATCCATAAGC
AGTAATGTAAATAGATGGCTGAGGTCGACGTAGTTTCCCTCCCTGTGCCCAATA
ACATATCAGATATTGTGCTAAC?CAACA?AAAACCAG?ACATAACCTTCAACGGA
ACTT????CAGCTATACATCAATACAGACGAACTAACGTGATGGTGGAGTAGAGA
GGGACTAGCTACACAGTTGAAAAGTCCGCATTCGTTGTATACATACTACCATGA
AGGGTTAGATGGCAGATATCGATCTAGACACCCGATGTCCAGGTAGAGAA?CAT
ATGAATACTTAACGGAG?GAGC?ACGTGGAATTAATCAGGATATGCATTCTATCC
ATTACTCGATGAATTCACTACGGAATTGGTGTTGGTATTGGAGCCGGACGTCCAT
AGCTACTTATTACTTTAGCCAAGAAATGTAAAAAATCGAAACA??ACTTATAAGG
GCGAATTCTCGGCAAAGTGATATATAATCAAAAGGATACTGTCTTTTCTGCGAA
AGACAATACTTAGGGCGTACCTGTCTGTACTTGGGAAAATAGCTACTCGGATTA
CTACTGACAATTTCGAACTAGACCTAATCCGCATGTTAGTCGTCCCTAAACTACT
CAGTGAACCTTCCTTATAAATTAGTGCAATAAATAGCTCTTTAACGAGTGATGA
ATGGGCCTCAACTGTCTCTTGTCTAAGCAATATTAACACACATGGACTGTTTCAA
CAAACTCCTTGCTTCAGACTAGGATCTATGGTCGCTATTTGGCGAAAATTGATAG
TACCGCTATGCTGACCGTACCAATTTACTCGGACAATAGAATGGCACAAACTAA
TGAGTAGTCCACTTACTCCTACTAGATGACCATAATTATATGATAAACACCAAA
GAGGACCTAAATGAGTATACTTGTAGATCGATTCAACTACTGATTCCAAGAACT
GATTATATATACTGGCCGCCAAGCACTGAAGTACAGTCATTCCATAAGAAGATC
AATAACTCATCATTAGAGCTGCGCGAGAACGAATTGGTGATACGACAGAATAAT
TAAAGTACCAATAATTACAACTAGCGTCTACAACTGACTGTAACTAGAACTATA
GTCCGGTCGCCTTACTATACAACATCGGATGGTGGACTAGA?CAAAG?GGGTCAG
G?ATCAAGTAATAGGTTTGCATG????TAAAGACTTATAGACTTTGGACCAATCAC
GTACCCCCTGTTCGTCGCCGACACCGCGCTACATTCAGGAAACTCGACCTCGTCG
CCGGATTCCCCGGACCTCTGCCGCAGCCTCCTGCCCAGAGCGGGCCCAGCTCCTT
TCTGACGGGATG?CTGGCCGAAATGCCCGAGCT?CGAT?GTGCCCGACGGGCCCC
TGTTCTCGTTCGCCAACTGACCCCGACACTGTTCGGCCCGTACTGCCTCATCACG
CCTTCTCATGCCTTCGGCAGGCTGCCGTTCGCGTCGATCTGAGTGAATCCTGACC
AATA??GTGGTCTAGAGTCGTCGAGGAGGGATGGGGCGTACAATTCAAATATGG
TCCGAGTCGAGGGGTGCGATTAAGCCGACGCCGTAATTCGCCTCTCCCCTCACT
GGCGTGATCTGGGTTATGTTTGTCGACTGACCTCTGGGCAGGTGCCATTTATTTG

 



 

GTATCCTGTGCAATCTGGGCCCCTTGGTTGGCGAACCGACGACATTTCCGTTCCA
GGAGGTCTAGGTGTGGCGTGCATAAGCTTCTCACGATGAGTTAGCGGGTGACGC
TTAGTCGGGTTGGATGTCTGCTTTTACCCTCGGGCGGCTAAGGGGACCCGTTACC
CGCTACTAATCGAAACGATTCACCCTACTCCCTGACTGTTCCCCACACCCGCGGC
TGCGGCTGTTGCGAGCGCGGAGCTCATCCGACTCATGTCTCTCTATACTGTCGGG
AGAGTATCTCTAGAGGAGGCGGCATCGAGGCAAACGGGTCCTCGGTGCAGTAC
ATTGATTTGGGTATCGGCGCTCGGGACGGCTATCTAGTAGCCTGCTCCAGTCGAC
CCCGCATACGCACCTCTCACGATCTATTAGTCTCGCGATGATAGTCGGTAGTGAG
TCGGCGCTGGATCGATCGGTTAACCGGTGTTTCGAACTGTCGCAGGCAGCTGCT
GCTGACATAGGTAGTCGAGCTGGGACTCCACTCTCCCGCTCTGGTCTTAACTGGC
AAGGACTCG?AACCCGCGCCCCCGTTTAGTGC?GTCACACGTGGTGTGTAGATCG
GCGGAACGAATAAGCCGTCCATTGGCAAGACCCGAAGCGGGGAACACGGTAAC
GAAAAGTGGAGACCCGATGGACTCG??????CCATAGCCATGATCATTCGGGAGCC
TCCTCAATCTGCACGAATAAGCGGTAAAGTGTTCACCGCCTC??????CGTCCCAG
GATACCGCGACAGGAGACAGGATTTGAACTCAAAAGGCTTGGCCTGCTGGGGTA
CCCTCGGGGTAGTCAGAACCAAACATTGGCGCCACGGGCCCAGCAGTCGGCGTT
CATCTCCAGTTCCCTGTGGATCGATCCCTACGCGGTCTTCCGACGATTTG?CCCC
GCCGTCGGTCGTCTAGAA?TGTTAGTGCGGTGCTAACCAAGTCTCTAATAAGCAA
TGCCAGGTGCATATCGTGAAATTGTTCCGCGCCAACAGTGCTTTATGGATCTAAT
TAGCCGCCA??????CTGGGAATGTGAGTAACTATTAGTTTTACAGTTATATACCAT
TTGAAATGATGATGGCAATATTGGG??????ACCCAATGGCACAACCATTAGATCC
CACATACTGTCTGATCCGATCACGACAATAACTTCAATGCCTCGCTTCCCTCGAC
TAATTAGGGACGCTAGCGCATTAGATACTGGCTGGGTTGTCATGTAGTGTACGT
CCCTTGGGAGGCGGCCCTTGGCGGGAGGCCGG?CTTTGTCAGACGGCGCCACGA
G?ATGGTGGCTAGTCGGTACTCCTTTGCCGAACGCCGCATACGGTCGTAGCTAAA
CCCCATGTGTCCGCGCACCCCATCACGGTGCCGTACACCCTCCCAGG??????TCCC
AAAGTGGGCCGTCATTTCCGTTCCAACTGCGCGGAGCTGCTGACTTGCTCCCCCG
GGGTGGCG??????GGCTCCAGCGCGCATGGCGAAGTCGCATCCCTTACCGGGGCC
GGGTCCCATGCGGTAGTCCTGCCAGAAGGCCCCGTAGAGGCCCGCCGGCCCGGG
GTAAGCAGCCGTCAGAACA 
  </sequence> 
 </alignment> 
  
 <patterns from="1" id="patternsRag12" to="2106"> 
  <alignment idref="alignment"></alignment> 
 </patterns> 
 
  <patterns from="2107" id="patternsRag3" to="3159"> 
  <alignment idref="alignment"></alignment> 
 </patterns> 
 
  <patterns from="3160" id="patternsCmos12" to="3897"> 
  <alignment idref="alignment"></alignment> 
 </patterns> 
 
  <patterns from="3898" id="patternsCmos3" to="4266"> 
  <alignment idref="alignment"></alignment> 

 



 

 </patterns> 
  
  
 <!-- This is a simple constant population size coalescent model              --> 
 <!-- that is used to generate an initial tree for the chain.                 --> 
 <constantSize id="initialDemo" units="substitutions"> 
  <populationSize> 
   <parameter id="initialDemo.popSize" value="100.0"></parameter> 
  </populationSize> 
 </constantSize> 
  
 <!-- A prior on the distribution node heights defined given                  --> 
 <!-- a Yule speciation process (a pure birth process).                       --> 
 <yuleModel id="yule" units="substitutions"> 
  <birthRate> 
   <parameter id="yule.birthRate" lower="0.0" upper="1000000.0" 
value="1.0"></parameter> 
  </birthRate> 
 </yuleModel> 
  
 <newick id="startingTree"> 
(Xenopus:360.0,(((((Xenosaurus:168.0,CtenoSapro:168.0):29.0,Dibamus:200.0):29.0,Sphen
odon:226.0):29.0,((GeochIndo:200.0,Elseya:200.0):52.5,((Gallus:125.0,StruthioEmu:125.0):
125.0,(Gavialis:125.0,Caiman:125.0):125.0):2.5):2.5):58.0,((Vombatus:156.5,(Sus:84.25,(R
attus:0.0,Mus:0.0):8.25):78.25):78.25,Ornithorhynchus:234.75):78.25):42.0); 
</newick> 
 
 <treeModel id="treeModel"> 
  <newick idref="startingTree"></newick> 
  <rootHeight> 
   <parameter id="treeModel.rootHeight"></parameter> 
  </rootHeight> 
  <nodeHeights internalNodes="true"> 
   <parameter id="treeModel.internalNodeHeights"></parameter> 
  </nodeHeights> 
  <nodeHeights internalNodes="true" rootNode="true"> 
   <parameter id="treeModel.allInternalNodeHeights"></parameter> 
  </nodeHeights> 
 </treeModel> 
  
<monophylyStatistic id="ingroupMonophyly" name="ingroupMonophyly"> 
        <mrca> 
                <taxa idref="ingroup"></taxa> 
        </mrca> 
        <treeModel idref="treeModel"></treeModel> 
</monophylyStatistic> 
 

 



 

  <booleanLikelihood id="boolean1"> 
        <monophylyStatistic idref="ingroupMonophyly"></monophylyStatistic> 
  </booleanLikelihood> 
  
 <tmrcaStatistic id="tmrca_ingroup" name="ingroup"> 
        <mrca> 
                <taxa idref="ingroup"></taxa> 
        </mrca> 
 <treeModel idref="treeModel"></treeModel> 
</tmrcaStatistic> 
 
 <tmrcaStatistic id="tmrca_rodents" name="rodents"> 
        <mrca> 
                <taxa idref="rodents"></taxa> 
        </mrca> 
 <treeModel idref="treeModel"></treeModel> 
</tmrcaStatistic> 
 
<tmrcaStatistic id="tmrca_crypto-pleuro" name="crypto-pleuro"> 
        <mrca> 
                <taxa idref="crypto-pleuro"></taxa> 
        </mrca> 
           <treeModel idref="treeModel"></treeModel> 
</tmrcaStatistic> 
 
<tmrcaStatistic id="tmrca_anguimorph-scinco" name="anguimorph-scinco"> 
        <mrca> 
                <taxa idref="anguimorph-scinco"></taxa> 
        </mrca> 
            <treeModel idref="treeModel"></treeModel> 
</tmrcaStatistic> 
 
<tmrcaStatistic id="tmrca_bird-lizard" name="bird-lizard"> 
        <mrca> 
                <taxa idref="bird-lizard"></taxa> 
        </mrca> 
           <treeModel idref="treeModel"></treeModel> 
</tmrcaStatistic> 
 
<tmrcaStatistic id="tmrca_bird-croc" name="bird-croc"> 
        <mrca> 
                <taxa idref="bird-croc"></taxa> 
        </mrca> 
            <treeModel idref="treeModel"></treeModel> 
</tmrcaStatistic> 
 
  

 



 

 <speciationLikelihood id="speciation"> 
  <model> 
   <yuleModel idref="yule"></yuleModel> 
  </model> 
  <speciesTree> 
   <treeModel idref="treeModel"></treeModel> 
  </speciesTree> 
 </speciationLikelihood> 
  
 <!-- The uncorrelated relaxed clock (Drummond, Ho, Phillips & Rambaut, 2005) --> 
 <discretizedBranchRates id="branchRates"> 
  <treeModel idref="treeModel"></treeModel> 
  <distribution> 
   <logNormalDistributionModel meanInRealSpace="true"> 
    <mean> 
     <parameter id="ucld.mean" lower="0.0" 
upper="100.0" value="0.042"></parameter> 
    </mean> 
    <stdev> 
     <parameter id="ucld.stdev" lower="0.0" upper="10.0" 
value="0.1"></parameter> 
    </stdev> 
   </logNormalDistributionModel> 
  </distribution> 
  <rateCategories> 
   <parameter dimension="30" 
id="branchRates.categories"></parameter> 
  </rateCategories> 
 </discretizedBranchRates> 
  
 <rateStatistic external="true" id="meanRate" internal="true" mode="mean" 
name="meanRate"> 
  <treeModel idref="treeModel"></treeModel> 
  <discretizedBranchRates idref="branchRates"></discretizedBranchRates> 
 </rateStatistic> 
  
 <rateStatistic external="true" id="coefficientOfVariation" internal="true" 
mode="coefficientOfVariation" name="coefficientOfVariation"> 
  <treeModel idref="treeModel"></treeModel> 
  <discretizedBranchRates idref="branchRates"></discretizedBranchRates> 
 </rateStatistic> 
  
 <rateCovarianceStatistic id="covariance" name="covariance"> 
  <treeModel idref="treeModel"></treeModel> 
  <discretizedBranchRates idref="branchRates"></discretizedBranchRates> 
 </rateCovarianceStatistic> 
  

 



 

  <gtrModel id="gtrRag12"> 
  <frequencies> 
   <frequencyModel dataType="nucleotide"> 
    <alignment idref="alignment"></alignment> 
    <frequencies> 
     <parameter dimension="4" 
id="gtrRag12.frequencies"></parameter> 
    </frequencies> 
   </frequencyModel> 
  </frequencies> 
  <rateAC> 
   <parameter id="gtrRag12.ac" lower="0.0" upper="100.0" 
value="1.0"></parameter> 
  </rateAC> 
  <rateAG> 
   <parameter id="gtrRag12.ag" lower="0.0" upper="100.0" 
value="1.0"></parameter> 
  </rateAG> 
  <rateAT> 
   <parameter id="gtrRag12.at" lower="0.0" upper="100.0" 
value="1.0"></parameter> 
  </rateAT> 
  <rateCG> 
   <parameter id="gtrRag12.cg" lower="0.0" upper="100.0" 
value="1.0"></parameter> 
  </rateCG> 
  <rateGT> 
   <parameter id="gtrRag12.gt" lower="0.0" upper="100.0" 
value="1.0"></parameter> 
  </rateGT> 
 </gtrModel> 
 
 <gtrModel id="gtrRag3"> 
  <frequencies> 
   <frequencyModel dataType="nucleotide"> 
    <alignment idref="alignment"></alignment> 
    <frequencies> 
     <parameter dimension="4" 
id="gtrRag3.frequencies"></parameter> 
    </frequencies> 
   </frequencyModel> 
  </frequencies> 
  <rateAC> 
   <parameter id="gtrRag3.ac" lower="0.0" upper="100.0" 
value="1.0"></parameter> 
  </rateAC> 
  <rateAG> 

 



 

   <parameter id="gtrRag3.ag" lower="0.0" upper="100.0" 
value="1.0"></parameter> 
  </rateAG> 
  <rateAT> 
   <parameter id="gtrRag3.at" lower="0.0" upper="100.0" 
value="1.0"></parameter> 
  </rateAT> 
  <rateCG> 
   <parameter id="gtrRag3.cg" lower="0.0" upper="100.0" 
value="1.0"></parameter> 
  </rateCG> 
  <rateGT> 
   <parameter id="gtrRag3.gt" lower="0.0" upper="100.0" 
value="1.0"></parameter> 
  </rateGT> 
 </gtrModel> 
  
  
  <gtrModel id="gtrCmos12"> 
  <frequencies> 
   <frequencyModel dataType="nucleotide"> 
    <alignment idref="alignment"></alignment> 
    <frequencies> 
     <parameter dimension="4" 
id="gtrCmos12.frequencies"></parameter> 
    </frequencies> 
   </frequencyModel> 
  </frequencies> 
  <rateAC> 
   <parameter id="gtrCmos12.ac" lower="0.0" upper="100.0" 
value="1.0"></parameter> 
  </rateAC> 
  <rateAG> 
   <parameter id="gtrCmos12.ag" lower="0.0" upper="100.0" 
value="1.0"></parameter> 
  </rateAG> 
  <rateAT> 
   <parameter id="gtrCmos12.at" lower="0.0" upper="100.0" 
value="1.0"></parameter> 
  </rateAT> 
  <rateCG> 
   <parameter id="gtrCmos12.cg" lower="0.0" upper="100.0" 
value="1.0"></parameter> 
  </rateCG> 
  <rateGT> 
   <parameter id="gtrCmos12.gt" lower="0.0" upper="100.0" 
value="1.0"></parameter> 

 



 

  </rateGT> 
 </gtrModel> 
 
 <gtrModel id="gtrCmos3"> 
  <frequencies> 
   <frequencyModel dataType="nucleotide"> 
    <alignment idref="alignment"></alignment> 
    <frequencies> 
     <parameter dimension="4" 
id="gtrCmos3.frequencies"></parameter> 
    </frequencies> 
   </frequencyModel> 
  </frequencies> 
  <rateAC> 
   <parameter id="gtrCmos3.ac" lower="0.0" upper="100.0" 
value="1.0"></parameter> 
  </rateAC> 
  <rateAG> 
   <parameter id="gtrCmos3.ag" lower="0.0" upper="100.0" 
value="1.0"></parameter> 
  </rateAG> 
  <rateAT> 
   <parameter id="gtrCmos3.at" lower="0.0" upper="100.0" 
value="1.0"></parameter> 
  </rateAT> 
  <rateCG> 
   <parameter id="gtrCmos3.cg" lower="0.0" upper="100.0" 
value="1.0"></parameter> 
  </rateCG> 
  <rateGT> 
   <parameter id="gtrCmos3.gt" lower="0.0" upper="100.0" 
value="1.0"></parameter> 
  </rateGT> 
 </gtrModel> 
  
  
  <siteModel id="siteModelRag12"> 
  <substitutionModel> 
   <gtrModel idref="gtrRag12"></gtrModel> 
  </substitutionModel> 
  <relativeRate> 
   <parameter id="siteModelRag12.relRate" lower="0.0" upper="100" 
value="1.0"></parameter> 
  </relativeRate> 
  <gammaShape gammaCategories="6"> 
   <parameter id="siteModelRag12.alpha" lower="0.0" upper="100.0" 
value="0.5"></parameter> 

 



 

  </gammaShape> 
  <proportionInvariant> 
   <parameter id="siteModelRag12.pInv" lower="0.0" upper="1.0" 
value="0.5"></parameter> 
  </proportionInvariant> 
 </siteModel> 
 
 <siteModel id="siteModelRag3"> 
  <substitutionModel> 
   <gtrModel idref="gtrRag3"></gtrModel> 
  </substitutionModel> 
  <relativeRate> 
   <parameter id="siteModelRag3.relRate" lower="0.0" upper="100" 
value="1.0"></parameter> 
  </relativeRate> 
  <gammaShape gammaCategories="6"> 
   <parameter id="siteModelRag3.alpha" lower="0.0" upper="100.0" 
value="0.5"></parameter> 
  </gammaShape> 
 </siteModel> 
  
  
   <siteModel id="siteModelCmos12"> 
  <substitutionModel> 
   <gtrModel idref="gtrCmos12"></gtrModel> 
  </substitutionModel> 
  <relativeRate> 
   <parameter id="siteModelCmos12.relRate" lower="0.0" upper="100" 
value="1.0"></parameter> 
  </relativeRate> 
  <gammaShape gammaCategories="6"> 
   <parameter id="siteModelCmos12.alpha" lower="0.0" upper="100.0" 
value="0.5"></parameter> 
  </gammaShape> 
 </siteModel> 
 
  <siteModel id="siteModelCmos3"> 
  <substitutionModel> 
   <gtrModel idref="gtrCmos3"></gtrModel> 
  </substitutionModel> 
  <relativeRate> 
   <parameter id="siteModelCmos3.relRate" lower="0.0" upper="100" 
value="1.0"></parameter> 
  </relativeRate> 
  <gammaShape gammaCategories="6"> 
   <parameter id="siteModelCmos3.alpha" lower="0.0" upper="100.0" 
value="0.5"></parameter> 

 



 

  </gammaShape> 
 </siteModel> 
  
  
  <compoundParameter id="allRelativeRates"> 
  <parameter idref="siteModelRag12.relRate"></parameter> 
  <parameter idref="siteModelRag3.relRate"></parameter> 
  <parameter idref="siteModelCmos12.relRate"></parameter> 
  <parameter idref="siteModelCmos3.relRate"></parameter> 
 </compoundParameter> 
  
  
 <treeLikelihood id="treeLikelihoodRag12"> 
  <patterns idref="patternsRag12"></patterns> 
  <treeModel idref="treeModel"></treeModel> 
  <siteModel idref="siteModelRag12"></siteModel> 
  <discretizedBranchRates idref="branchRates"></discretizedBranchRates> 
 </treeLikelihood> 
 
 <treeLikelihood id="treeLikelihoodRag3"> 
  <patterns idref="patternsRag3"></patterns> 
  <treeModel idref="treeModel"></treeModel> 
  <siteModel idref="siteModelRag3"></siteModel> 
  <discretizedBranchRates idref="branchRates"></discretizedBranchRates> 
 </treeLikelihood> 
 
 
 <treeLikelihood id="treeLikelihoodCmos12"> 
  <patterns idref="patternsCmos12"></patterns> 
  <treeModel idref="treeModel"></treeModel> 
  <siteModel idref="siteModelCmos12"></siteModel> 
  <discretizedBranchRates idref="branchRates"></discretizedBranchRates> 
 </treeLikelihood> 
 
 <treeLikelihood id="treeLikelihoodCmos3"> 
  <patterns idref="patternsCmos3"></patterns> 
  <treeModel idref="treeModel"></treeModel> 
  <siteModel idref="siteModelCmos3"></siteModel> 
  <discretizedBranchRates idref="branchRates"></discretizedBranchRates> 
 </treeLikelihood> 
  
 <operators id="operators"> 
 
      <scaleOperator scaleFactor="0.75" weight="1"> 
   <parameter idref="gtrRag12.ac"></parameter> 
  </scaleOperator> 
  <scaleOperator scaleFactor="0.75" weight="1"> 

 



 

   <parameter idref="gtrRag12.ag"></parameter> 
  </scaleOperator> 
  <scaleOperator scaleFactor="0.75" weight="1"> 
   <parameter idref="gtrRag12.at"></parameter> 
  </scaleOperator> 
  <scaleOperator scaleFactor="0.75" weight="1"> 
   <parameter idref="gtrRag12.cg"></parameter> 
  </scaleOperator> 
  <scaleOperator scaleFactor="0.75" weight="1"> 
   <parameter idref="gtrRag12.gt"></parameter> 
  </scaleOperator> 
  <scaleOperator scaleFactor="0.75" weight="1"> 
   <parameter idref="siteModelRag12.alpha"></parameter> 
  </scaleOperator> 
  <scaleOperator scaleFactor="0.75" weight="1"> 
   <parameter idref="siteModelRag12.pInv"></parameter> 
  </scaleOperator> 
 
  <scaleOperator scaleFactor="0.75" weight="1"> 
   <parameter idref="gtrRag3.ac"></parameter> 
  </scaleOperator> 
  <scaleOperator scaleFactor="0.75" weight="1"> 
   <parameter idref="gtrRag3.ag"></parameter> 
  </scaleOperator> 
  <scaleOperator scaleFactor="0.75" weight="1"> 
   <parameter idref="gtrRag3.at"></parameter> 
  </scaleOperator> 
  <scaleOperator scaleFactor="0.75" weight="1"> 
   <parameter idref="gtrRag3.cg"></parameter> 
  </scaleOperator> 
  <scaleOperator scaleFactor="0.75" weight="1"> 
   <parameter idref="gtrRag3.gt"></parameter> 
  </scaleOperator> 
  <scaleOperator scaleFactor="0.75" weight="1"> 
   <parameter idref="siteModelRag3.alpha"></parameter> 
  </scaleOperator> 
 
    <scaleOperator scaleFactor="0.75" weight="1"> 
   <parameter idref="gtrCmos12.ac"></parameter> 
  </scaleOperator> 
  <scaleOperator scaleFactor="0.75" weight="1"> 
   <parameter idref="gtrCmos12.ag"></parameter> 
  </scaleOperator> 
  <scaleOperator scaleFactor="0.75" weight="1"> 
   <parameter idref="gtrCmos12.at"></parameter> 
  </scaleOperator> 
  <scaleOperator scaleFactor="0.75" weight="1"> 

 



 

   <parameter idref="gtrCmos12.cg"></parameter> 
  </scaleOperator> 
  <scaleOperator scaleFactor="0.75" weight="1"> 
   <parameter idref="gtrCmos12.gt"></parameter> 
  </scaleOperator> 
  <scaleOperator scaleFactor="0.75" weight="1"> 
   <parameter idref="siteModelCmos12.alpha"></parameter> 
  </scaleOperator> 
 
 
  <scaleOperator scaleFactor="0.75" weight="1"> 
   <parameter idref="gtrCmos3.ac"></parameter> 
  </scaleOperator> 
  <scaleOperator scaleFactor="0.75" weight="1"> 
   <parameter idref="gtrCmos3.ag"></parameter> 
  </scaleOperator> 
  <scaleOperator scaleFactor="0.75" weight="1"> 
   <parameter idref="gtrCmos3.at"></parameter> 
  </scaleOperator> 
  <scaleOperator scaleFactor="0.75" weight="1"> 
   <parameter idref="gtrCmos3.cg"></parameter> 
  </scaleOperator> 
  <scaleOperator scaleFactor="0.75" weight="1"> 
   <parameter idref="gtrCmos3.gt"></parameter> 
  </scaleOperator> 
  <scaleOperator scaleFactor="0.75" weight="1"> 
   <parameter idref="siteModelCmos3.alpha"></parameter> 
  </scaleOperator> 
 
 
  <scaleOperator scaleFactor="0.75" weight="3"> 
   <parameter idref="ucld.mean"></parameter> 
  </scaleOperator> 
  <scaleOperator scaleFactor="0.75" weight="3"> 
   <parameter idref="ucld.stdev"></parameter> 
  </scaleOperator> 
  <upDownOperator scaleFactor="0.75" weight="3"> 
   <up> 
    <parameter idref="ucld.mean"></parameter> 
   </up> 
   <down> 
    <parameter 
idref="treeModel.allInternalNodeHeights"></parameter> 
   </down> 
  </upDownOperator> 
  <swapOperator autoOptimize="false" size="1" weight="30"> 
   <parameter idref="branchRates.categories"></parameter> 

 



 

  </swapOperator> 
  <scaleOperator scaleFactor="0.75" weight="3"> 
   <parameter idref="yule.birthRate"></parameter> 
  </scaleOperator> 
   
   
    <centeredScale scaleFactor="0.75" weight="5"> 
   <parameter idref="allRelativeRates"></parameter> 
  </centeredScale> 
  <deltaExchange delta="0.75" weight="5"> 
   <parameter idref="allRelativeRates"></parameter> 
  </deltaExchange> 
   
   
  <scaleOperator scaleFactor="0.75" weight="3"> 
   <parameter idref="treeModel.rootHeight"></parameter> 
  </scaleOperator> 
  <uniformOperator weight="30"> 
   <parameter idref="treeModel.internalNodeHeights"></parameter> 
  </uniformOperator> 
  <subtreeSlide gaussian="true" size="1.0" weight="15"> 
   <treeModel idref="treeModel"></treeModel> 
  </subtreeSlide> 
  <narrowExchange weight="15"> 
   <treeModel idref="treeModel"></treeModel> 
  </narrowExchange> 
  <wideExchange weight="3"> 
   <treeModel idref="treeModel"></treeModel> 
  </wideExchange> 
  <wilsonBalding weight="3"> 
   <treeModel idref="treeModel"></treeModel> 
  </wilsonBalding> 
 </operators> 
  
 <mcmc autoOptimize="true" chainLength="4000000" id="mcmc"> 
  <posterior id="posterior"> 
   <prior id="prior"> 
    <speciationLikelihood 
idref="speciation"></speciationLikelihood> 
            <booleanLikelihood 
idref="boolean1"></booleanLikelihood> 
   </prior> 
 
   <uniformPrior lower="320.0" upper="380.0"> 
     <parameter 
idref="treeModel.rootHeight"></parameter> 
    </uniformPrior> 

 



 

     
 
   <distributionLikelihood id="ingroup-Cal" offset="295"> 
        <distribution> 
            <logNormalDistributionModel meanInRealSpace="false" offset="295"> 
                <mean> <parameter value="3.2958"></parameter> </mean> 
                <stdev> <parameter value="0.5306"></parameter> </stdev> 
            </logNormalDistributionModel> 
        </distribution> 
        <data> <tmrcaStatistic idref="tmrca_ingroup"></tmrcaStatistic> </data> 
    </distributionLikelihood> 
 
    <distributionLikelihood id="rodent-Cal" offset="9"> 
        <distribution> 
            <logNormalDistributionModel meanInRealSpace="false" offset="9"> 
                <mean> <parameter value="1.6094"></parameter> </mean> 
                <stdev> <parameter value="0.5306"></parameter> </stdev> 
            </logNormalDistributionModel> 
        </distribution> 
        <data> <tmrcaStatistic idref="tmrca_rodents"></tmrcaStatistic> </data> 
    </distributionLikelihood> 
 
    <distributionLikelihood id="anguimorph-scinco-Cal" offset="155"> 
        <distribution> 
            <logNormalDistributionModel meanInRealSpace="false" offset="155"> 
                <mean> <parameter value="2.7081"></parameter> </mean> 
                <stdev> <parameter value="0.3365"></parameter> </stdev> 
            </logNormalDistributionModel> 
        </distribution> 
        <data> <tmrcaStatistic idref="tmrca_anguimorph-scinco"></tmrcaStatistic> </data> 
    </distributionLikelihood> 
 
 
    <distributionLikelihood id="bird-croc-Cal" offset="228"> 
        <distribution> 
            <logNormalDistributionModel meanInRealSpace="false" offset="228"> 
                <mean> <parameter value="3.0910"></parameter> </mean> 
                <stdev> <parameter value="0.3436"></parameter> </stdev> 
            </logNormalDistributionModel> 
        </distribution> 
        <data> <tmrcaStatistic idref="tmrca_bird-croc"></tmrcaStatistic> </data> 
    </distributionLikelihood> 
 
    <distributionLikelihood id="bird-lizard-Cal" offset="237"> 
        <distribution> 
            <logNormalDistributionModel meanInRealSpace="false" offset="237"> 
                <mean> <parameter value="2.9957"></parameter> </mean> 

 



 

                <stdev> <parameter value="0.3853"></parameter> </stdev> 
            </logNormalDistributionModel> 
        </distribution> 
        <data> <tmrcaStatistic idref="tmrca_bird-lizard"></tmrcaStatistic> </data> 
    </distributionLikelihood> 
   
    <distributionLikelihood id="crypto-pleuro-Cal" offset="190"> 
        <distribution> 
            <logNormalDistributionModel meanInRealSpace="false" offset="190"> 
                <mean> <parameter value="3.4657"></parameter> </mean> 
                <stdev> <parameter value="0.6419"></parameter> </stdev> 
            </logNormalDistributionModel> 
        </distribution> 
        <data> <tmrcaStatistic idref="tmrca_crypto-pleuro"></tmrcaStatistic> </data> 
    </distributionLikelihood> 
   
   
   <likelihood id="likelihood"> 
    <treeLikelihood 
idref="treeLikelihoodRag12"></treeLikelihood> 
    <treeLikelihood 
idref="treeLikelihoodRag3"></treeLikelihood> 
    <treeLikelihood 
idref="treeLikelihoodCmos12"></treeLikelihood> 
    <treeLikelihood 
idref="treeLikelihoodCmos3"></treeLikelihood> 
   </likelihood> 
  </posterior> 
  <operators idref="operators"></operators> 
  <log id="screenLog" logEvery="100"> 
   <column dp="4" label="Posterior" width="12"> 
    <posterior idref="posterior"></posterior> 
   </column> 
   <column label="Root Height" sf="6" width="12"> 
    <parameter idref="treeModel.rootHeight"></parameter> 
   </column> 
   <column dp="4" label="L(tree)" width="12"> 
    <treeLikelihood 
idref="treeLikelihoodRag12"></treeLikelihood> 
   </column> 
   <column dp="4" label="L(tree)" width="12"> 
    <treeLikelihood 
idref="treeLikelihoodRag3"></treeLikelihood> 
   </column> 
   <column dp="4" label="L(tree)" width="12"> 
    <treeLikelihood 
idref="treeLikelihoodCmos12"></treeLikelihood> 

 



 

   </column> 
   <column dp="4" label="L(tree)" width="12"> 
    <treeLikelihood 
idref="treeLikelihoodCmos3"></treeLikelihood> 
   </column> 
      <column dp="4" label="L(speciation)" 
width="12"> 
    <speciationLikelihood 
idref="speciation"></speciationLikelihood> 
   </column> 
   <column label="ingroup Root Height" sf="6" width="12"> 
    <parameter idref="treeModel.rootHeight"></parameter> 
    <tmrcaStatistic idref="tmrca_ingroup"></tmrcaStatistic> 
      </column> 
      <column label="rodents Root Height" sf="6" 
width="12"> 
    <parameter idref="treeModel.rootHeight"></parameter> 
    <tmrcaStatistic idref="tmrca_rodents"></tmrcaStatistic> 
      </column> 
   <column label="crypto-pleuro Root Height" sf="6" width="12"> 
    <parameter idref="treeModel.rootHeight"></parameter> 
    <tmrcaStatistic idref="tmrca_crypto-pleuro"></tmrcaStatistic> 
      </column> 
      <column label="anguimorph-scinco Root Height" sf="6" width="12"> 
    <parameter idref="treeModel.rootHeight"></parameter> 
       <tmrcaStatistic idref="tmrca_anguimorph-scinco"></tmrcaStatistic> 
      </column> 
           <column label="bird-lizard Root Height" sf="6" width="12"> 
    <parameter idref="treeModel.rootHeight"></parameter> 
   <tmrcaStatistic idref="tmrca_bird-lizard"></tmrcaStatistic> 
      </column> 
      <column label="bird-croc Root Height" sf="6" width="12"> 
    <parameter idref="treeModel.rootHeight"></parameter> 
       <tmrcaStatistic idref="tmrca_bird-croc"></tmrcaStatistic> 
      </column> 
  </log> 
  <log fileName="TETRAPODS_lognormal.txt.log" id="fileLog" 
logEvery="100"> 
   <posterior idref="posterior"></posterior> 
      <parameter idref="siteModelRag12.alpha"></parameter> 
      <parameter idref="siteModelRag3.alpha"></parameter> 
   <parameter idref="siteModelRag12.pInv"></parameter> 
   <parameter idref="siteModelRag12.relRate"></parameter> 
   <parameter idref="siteModelRag3.relRate"></parameter> 
      <parameter idref="siteModelCmos12.alpha"></parameter> 
      <parameter idref="siteModelCmos3.alpha"></parameter> 
   <parameter idref="siteModelCmos12.relRate"></parameter> 

 



 

   <parameter idref="siteModelCmos3.relRate"></parameter> 
   <parameter idref="ucld.mean"></parameter> 
   <parameter idref="ucld.stdev"></parameter> 
   <rateStatistic idref="meanRate"></rateStatistic> 
   <rateStatistic idref="coefficientOfVariation"></rateStatistic> 
   <rateCovarianceStatistic 
idref="covariance"></rateCovarianceStatistic> 
   <parameter idref="yule.birthRate"></parameter> 
   <parameter idref="gtrRag12.ac"></parameter> 
   <parameter idref="gtrRag12.ag"></parameter> 
   <parameter idref="gtrRag12.at"></parameter> 
   <parameter idref="gtrRag12.cg"></parameter> 
   <parameter idref="gtrRag12.gt"></parameter> 
   <parameter idref="gtrRag3.ac"></parameter> 
   <parameter idref="gtrRag3.ag"></parameter> 
   <parameter idref="gtrRag3.at"></parameter> 
   <parameter idref="gtrRag3.cg"></parameter> 
   <parameter idref="gtrRag3.gt"></parameter> 
   <parameter idref="gtrCmos12.ac"></parameter> 
   <parameter idref="gtrCmos12.ag"></parameter> 
   <parameter idref="gtrCmos12.at"></parameter> 
   <parameter idref="gtrCmos12.cg"></parameter> 
   <parameter idref="gtrCmos12.gt"></parameter> 
   <parameter idref="gtrCmos3.ac"></parameter> 
   <parameter idref="gtrCmos3.ag"></parameter> 
   <parameter idref="gtrCmos3.at"></parameter> 
   <parameter idref="gtrCmos3.cg"></parameter> 
   <parameter idref="gtrCmos3.gt"></parameter> 
   <parameter idref="treeModel.rootHeight"></parameter> 
   <tmrcaStatistic idref="tmrca_ingroup"></tmrcaStatistic> 
   <tmrcaStatistic idref="tmrca_rodents"></tmrcaStatistic> 
   <tmrcaStatistic idref="tmrca_crypto-pleuro"></tmrcaStatistic> 
   <tmrcaStatistic idref="tmrca_anguimorph-scinco"></tmrcaStatistic> 
   <tmrcaStatistic idref="tmrca_bird-lizard"></tmrcaStatistic> 
   <tmrcaStatistic idref="tmrca_bird-croc"></tmrcaStatistic> 
   <treeLikelihood idref="treeLikelihoodRag12"></treeLikelihood> 
   <treeLikelihood idref="treeLikelihoodRag3"></treeLikelihood> 
      <treeLikelihood idref="treeLikelihoodCmos12"></treeLikelihood> 
   <treeLikelihood idref="treeLikelihoodCmos3"></treeLikelihood> 
   <speciationLikelihood idref="speciation"></speciationLikelihood> 
  </log> 
   
  <logTree fileName="TETRAPODS_lognormal.txt.trees" id="treeFileLog" logEvery="100" 
nexusFormat="true"> 
   <treeModel idref="treeModel"></treeModel> 
  </logTree> 

 



 

  <logTree fileName="TETRAPODS_lognormal.txt(subst).trees" 
id="substTreeFileLog" logEvery="100" nexusFormat="true"> 
   <treeModel idref="treeModel"></treeModel> 
   <discretizedBranchRates 
idref="branchRates"></discretizedBranchRates> 
  </logTree> 
 </mcmc> 
  
 <report> 
  <property name="timer"> 
   <object idref="mcmc"></object> 
  </property> 
 </report> 
  
</beast> 
 
 

 


