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Regulation of hypoxia-inducible factor-1« by NF-«B
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£ Figure S2 HEK-293 cells were transfected with the indicated SiRNA
%’ 149 oligonucleotides and PHD2 mRNA was analysed by qRT-PCR
g 121 The histogram depicts relative levels of specific mRNA transcripts normalized to 18S mRNA
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Figure S1 HEK-293 cells were transfected with the indicated siRNA
oligonucleotides and HIF-1« and HIF-2« mRNA was analysed by qRT-PCR

The histogram depicts relative levels of specific mRNA transcripts normalized to 18S mRNA
levels. The mean + S.D. were calculated from a minimum of three independent experiments.
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