BadA head fragment sequence

MKALRGMISEKGGWNLTVNNDNNTVVSSGGALDLSSGSKNLKIVKDGKKNNVT
FDVARDLTLKSIKLDGVTLNETGLFIANGPQITASGINAGSQKITGVAEGTDANDA
VNFGQLKKIETEVKEQVAASGFVKQDSDTKYLTIGKDTDGDTINIANNKSDKRT

Trypsin fragments found:
GMISEKGGWNLTVNNDNNTVVSSGGALDLSSGSKNLKIVKDGKKNNVTFDVAR
DLTLKSIKLDGVTLNETGLFIANGPQITASGINAGSQKITGVAEGTDANDAVNFG
QLKKIETEVKEQVAASGFVKQDSDTK

13941 Da
GMISEKGGWNLTVNNDNNTVVSSGGALDLSSGSKNLKIVKDGKKNNVTFDVAR
DLTLKSIKLDGVTLNETGLFIANGPQITASGINAGSQKITGVAEGTDANDAVNFG
QLKKIETEVKEQVAASGFVK

13266 Da

Chymotrypsin fragments found:

RGMISEKGGWNLTVNNDNNTVVSSGGALDLSSGSKNLKIVKDGKKNNVT
FDVARDLTLKSIKLDGVTLNETGLFIANGPQITASGINAGSQKITGVAEGTD
ANDAVNFGQLKKIETEVKEQVAASGFVKQDSDTKYL

14374 Da
RGMISEKGGWNLTVNNDNNTVVSSGGALDLSSGSKNLKIVKDGKKNNVT
FDVARDLTLKSIKLDGVTLNETGLFIANGPQITASGINAGSQKITGVAEGTD
ANDAVNFGQLKKIETEVKEQVAASGFVKQDSDTKY

14261 Da
RGMISEKGGWNLTVNNDNNTVVSSGGALDLSSGSKNLKIVKDGKKNNVT
FDVARDLTLKSIKLDGVTLNETGLFIANGPQITASGINAGSQKITGVAEGTD
ANDAVNFGQLKKIETEVKEQVAASGF

13195 Da
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Chymotrypsin digest, 9.0-9.3 min
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